
logo

MTSSWQKFERLNTMATMKDVAEQLAGVSTATVSRALMNPEKVSSASTRQKKRVEEDAVI
L
Q
E
S
AGYCSTPSNNSLLARGNMLKRRNESKTLIVATVIVPDLI SCDP

NTDB id 88946 OCU28 RS00710 WP 261816475.1 .............MATMKDVAELAGVSTATVSRALMNPEKVSSATRQKVEDAVIQSGYCTSNLLRGMKRNESKTLVVIVPDLSDP 72
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 85
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP 72
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!*!!**!!*!!***!!****!*!***!!!!!!*! !!!!**!!

logo YFSE I LIRG I EHDAASMKEQHGYLVLHLGDSQGQQKCKRRDESNSLF IVHNLNVYFSTKQADGLMI
LLLGTDLP I

FDAVRSKSPEQKNLPPMVMACEYFAPELELPTI
VH

NTDB id 88946 OCU28 RS00710 WP 261816475.1 YFSEILRGIEHAASKQGYLVLHGDSQQQKCRDNSLIHLNYSKQADGLILLGTDLPIDARKSEQKNLPPMVMACEYAPELELPTIH 157
NTDB id 1290 VP RS01235 WP 254894148.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 170
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 157
consensus !!!!!*!!!!*!!***!!!!!*!!!*!!!*!**!***!***!!!!!**!!!!!!!*!**!*!!!!!!!!!!!!!*!!!!!!!!*!

logo IDNLTASSAYFEAVNYLATHQLGHRKHRIAEQITSGPDPQHTSAATVLSCSQLFRHQSQGFYRQQALRRAGLIPSTKMYNDSPQSTKYCS ITVFIQAGTEDFTSFDEGAGVAVKAMVRQKLSLAESSLPSEPQRPTAVI F
NTDB id 88946 OCU28 RS00710 WP 261816475.1 IDNLTASYEAVNYLAHLGHRHIAEITGPPTSTLSSLRSQGFRQALRRAGLPYDSSKSIQADFSFEAGVVAMRKLSSSPSRPTAVF 242
NTDB id 1290 VP RS01235 WP 254894148.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKAVRKLLELPEPPTAIF 255
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKAVRQLLALPEQPTAIF 242
consensus !!!!!***!!!!!!**!!!**!!*!*!! ** !***! !!**!!!!!!!** ****** **!*!**!**!*!*!* *!* !!!*!

logo CHCNDI
T
I
MAIGVAIHQEAKNRMLGLRVPEQDLS IV I

VGFDNDINQSFSAEQYCDPPLTTVIASQPRFYE IGYRQAAMQLVML
MLNEQLLKRGDHKDVRHAISGSRLLDETEKL IVLVREGK

NTDB id 88946 OCU28 RS00710 WP 261816475.1 CHNDIIAIGVIHEAKNMGLRVPEDLSIIGFDNISFSEYCDPPLTTVAQPRFEIGYQAAQVLLNQLRGDKVHIGSRLLDTELILRK 327
NTDB id 1290 VP RS01235 WP 254894148.1 CHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELLKGHDVHSGSRLLETKLVVRG 340
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 CHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVRE 327
consensus !!*!**!!!*!*!!!**!!!!!*!!!**!!!*!*!**!!!!!!!!**!!!*!!!*!!****!**!*!**!* !!!!!*!*!**!

logo STAKAPPCQSKRAK
NTDB id 88946 OCU28 RS00710 WP 261816475.1 STKPPCR. 334
NTDB id 1290 VP RS01235 WP 254894148.1 SAAPPQRA 348
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 SAAPPSKK 335
consensus !**!! *

X non conserved
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X ≥ 50% conserved


