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NTDB id 88941 OCU46 RS15275 WP 141271917.1 MRWLLVSALLATTH...CFADNMILREYWEYDLFLEEYPVQRQLTQDMQSRIYQAPVPLNIEQKRPVKIDIVYPGSQLSD 77
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MKRKLISPLFLIAALFSSTGQADSLKGYWHYDEFLAEFPEQRPISELFAQTVRDKPSALTVAQEQPVIISVVYPGQQISD 80
consensus !* !*!*! ***** * !* !!*!! !! !*! !!*** * ! *! * ! !! ! *!!!! !*!!

logo YWVWRNIKRAFI E I
KRLMDQAELGI ERFYEQI

LNKQVYFSSTRPNLDTYRQEQSEVSLMQEQAI
L
K
SNDKSDYL I FTLDTSTRHRKFAI EHSVLHSKSNSEQTKL I LLQNI

NTDB id 88941 OCU46 RS15275 WP 141271917.1 YWWRNIRAIEIRLQELGIEFELNKYSSRPNLDYRQESESLQQAISNDSDYLIFTLDTSRHRKFAESVLSKNQTKLILLNI 157
NTDB id 1163 A1552VC RS18030 WP 000823678.1 YWVRNIKAFEKRMDALGIRYQINQVFTRPNLDTRQQSVSLMEALKNKSDYLIFTLDTTRHRKFIEHVLHSSETKLILQNI 160
consensus !! !!!*! ! !* !!! * *! *!!!!! !! ! !! !* ! !!!!!!!!!!*!!!!! !*!!* !!!!! !!

logo TTP I
VKADWEQGRKQPLMMYI

VGFDHEVRYGATEQLLAKQEYYKQAKAHAFPDKSAKDPYGSLVLVYFSEPGYI SEARGDTF IKQDFLMKNADSVGHDHFYPSLAKRSASYFYTKANT
NTDB id 88941 OCU46 RS15275 WP 141271917.1 TTPIKAWERKQPLMYVGFDHVRGTELLAKEYKKAFPDSADYGLVYFSPGYISEARGDTFIKFLKDSGDYSLKRAYFTKAN 237
NTDB id 1163 A1552VC RS18030 WP 000823678.1 TTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAHAP.KKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTKAT 239
consensus !!!*! ! !!!*!!*!!!! ! !!! ! * !* *! **!!!*!!!!!!!!!!!! * ****! !*!!!
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NTDB id 88941 OCU46 RS15275 WP 141271917.1 RETGYQATLSMLKQEPNLDFIYASSTDLAFGVTDALSDLGREDIAVNGWGGGS.EIAAIQAGLLDFTVVRMNDDTGLAIA 316
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA 319
consensus *!! !!! **!* ! * !!!!* !!*! ! !! *! ! !! !!!!!!!!*!* !* ! !! !!*!!!!!!!*!*!

logo EAIKLWDLEQGNEKPSVPLQVYSGDKFEVLVTKQYDDSAVAKRAIADAELKALKRAFRYSDRKE
NTDB id 88941 OCU46 RS15275 WP 141271917.1 EAIKLDLQNEPVPQVYSGKFEVLTKYDDVKRADALKLKAFRYSDRKE 363
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR.. 364
consensus !!!! !! *!! !!!! !!!*!! ! ! !! *!!!!!!!**

X non conserved

X similar

X ≥ 50% conserved


