
logo

MTSSWQKFERLNTMATMKDVAEQLAGVSTATVSRALMNPEKVSSSTRKRVEDEAVI
LESAGYCSPSNASMLMARSNMLKRRNESRKTLIVATVIVPDLICDP

NTDB id 88936 OCU46 RS12970 WP 141271777.1 .............MATMKDVAELAGVSTATVSRALMNPEKVSSSTRKRVEEAVIESGYCPSAMMRSMKRNESRTLVVIVPDLCDP 72
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 .............MATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEEAVLEAGYSPNSLARNLRRNESKTIVAIVPDICDP 72
NTDB id 1290 VP RS01235 WP 254894148.1 MTSSWQKFERLNTMATMKDVAQLAGVSTATVSRALMNPEKVSSSTRKRVEDAVLEAGYSPNSLARNLRRNESKTIVTIVPDICDP 85
consensus !!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!*!*!!*!****!***!!!!*!*! !!!!*!!!

logo YFSE I IRG I EADAASMEQHGYLVLHLGDSSGQQKCKRRDESNSLFVNL IVYFSTKQADGLMI
LLLGTDLP I

FDAVSKSPEQRKNLPPMVMACEYFAPELELPTVH
NTDB id 88936 OCU46 RS12970 WP 141271777.1 YFSEIIRGIEAAASEQGYLVLHGDSSQQKCRDNSLVNLIYSKQADGLILLGTDLPIDASKSEQRNLPPMVMACEYAPELELPTVH 157
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKRRENSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 157
NTDB id 1290 VP RS01235 WP 254894148.1 YFSEIIRGIEDAAMEHGYLVLLGDSGQQKKRESSFVNLVFTKQADGMLLLGTDLPFDVSKPEQKNLPPMVMACEFAPELELPTVH 170
consensus !!!!!!!!!!*!!*!*!!!!!*!!!*!!!*!**!*!!!***!!!!!**!!!!!!!*!*!!*!!*!!!!!!!!!!*!!!!!!!!!!

logo IDNLTASSAFQEAVNYLATKQLGHKR IGAEQIRSGPQDHNTAAPVLSCSQFRHQSQGFYQQALRRAGLITS IKMNDLPQTNYCSATVFISTGEDFTSFDEAGSGALKALVRQKLMLAESALGPSEQPPSTAVI F
NTDB id 88936 OCU46 RS12970 WP 141271777.1 IDNLTASFQAVNYLAKLGHKRIGEIRGPDNAPLSSFRSQGFQQALRRAGLSIDLTNSASGDFSFESGALALRKLMSAGSPPSAVF 242
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPQHAALCQFRHQGYQQALRRAGITMNPTYCTFGDFTFEAGAKAVRQLLALPEQPTAIF 242
NTDB id 1290 VP RS01235 WP 254894148.1 IDNLTSAFEAVNYLTQLGHKRIAQISGPDTAVLCQFRQQGYQQALRRAGISKDPQYSVITEFSFDGGAKAVRKLLELPEPPTAIF 255
consensus !!!!!**!*!!!!!**!!!!!!**!*!!* ! !**!! !!*!!!!!!!!******** **!*!**!!*!*!*!* ****!*!*!

logo CHCNDMTMAIGAIKQEAKNRMLGLRVPQDI
LSFVI

VGFDNDI ENQFSAEQYCDPPLTTVI SQPRYDE IGYRQATMQLML
M
F
LELLKNRGNHEDI

V
H
R
S

A
SGSRLLDETEKLVVRGE

NTDB id 88936 OCU46 RS12970 WP 141271777.1 CHNDMMAIGAIKEAKNMGLRVPQDISFIGFDNIEFSEYCDPPLTTVSQPRYDIGYQATQMLFELLNGNEISSGSRLLDTELVVRE 327
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 CHNDTMAIGAIQEAKRLGLRVPQDLSVVGFDDIQFAQYCDPPLTTISQPRYEIGRQAMLMMLELLRGHDVRAGSRLLETKLVVRE 327
NTDB id 1290 VP RS01235 WP 254894148.1 CHCDTMAIGAIQEAKRLGLRVPQDLSVVGFDDINFAQYCDPPLTTISQPRYEIGRQAMLMMLELLKGHDVHSGSRLLETKLVVRG 340
consensus !!*!*!!!!!!*!!!**!!!!!!!*!**!!!*!*!**!!!!!!!!*!!!!!*!!*!!**!**!!!*!*** *!!!!!*!*!!!!*

logo STALAPPQSKRYAK
NTDB id 88936 OCU46 RS12970 WP 141271777.1 STLPPSY. 334
NTDB id 1158 ABDM36 RS01105 WP 000224452.1 SAAPPSKK 335
NTDB id 1290 VP RS01235 WP 254894148.1 SAAPPQRA 348
consensus !**!!**

X non conserved
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X ≥ 50% conserved


