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consensus !! !*! !!!* !!!!!*!!!!!!!!!!!!!!!!*!! !!* *!!!!!!!!!!*!!!!!!!!!!! !!!!!*! !!!*!!!!!!!
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logo WALALHCRDKYFEQRENLEPGNYLMLNLENLGVAHEQHQAGDEPHKKMAKI LKAS IVYHYVEKQLAVCS
NTDB id 88928 OCU46 RS07345 WP 141271408.1 WLLHCRDKFEQELPNYLLNLENLGAQHQGDEHKMKILKAIYHYVEQLVS 471
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !!!! !! !* !*!!!!!! * !!*!**!! !!! *!!!!! ! *
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