
logo MPLLDSFTVDHTKRMNAPAVRVAKTMQTPKSGDTITVFDLRFTMQPNKDI LSERGIHTLEHLYAGFMRNHLNGDSQSVE I IDI SP
NTDB id 88922 OCU46 RS02310 WP 141269811.1 MPLLDSFTVDHTKMNAPAVRVAKTMQTPSGDTITVFDLRFTQPNKDILSERGIHTLEHLYAGFMRNHLNGDSVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!*!!!!!!!!!!!!!!! !!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo MGCRTGFYMSL IGATPSTEQSDQVAQTAWLVAASMEQDVLKVEGSQENKQIPELNEYQCGTAAEMHSLEEAKAIAKSANI
V
I
L
A
EAGI

VSVNKRNDELA
NTDB id 88922 OCU46 RS02310 WP 141269811.1 MGCRTGFYMSLIGTPSESDVATAWVASMEDVLKVEGQNKIPELNEYQCGTAEMHSLEEAKAIASAILEAGVSVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !*! !! !!*! ! !!!!!! ! !!!!!!!!!!!! !!!!!!!!!!! ** !!*!!!*!!!!!

logo LPEESMLNQETLKVH
NTDB id 88922 OCU46 RS02310 WP 141269811.1 LPEEMLQTLKV. 171
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!! !!* !!!*

X non conserved

X similar

X ≥ 50% conserved


