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NTDB id 88913 OCU35 RS17800 WP 261826116.1 MKLLLIGALL.SFSAFQCFADNVILREYWEYDLYLDEHPEQKKLTEEMEKRIYQAPVPLAIKQQRPVKIDIVYPGSQLSD 79
NTDB id 1163 A1552VC RS18030 WP 000823678.1 MKRKLISPLFLIAALFSSTGQADSLKGYWHYDEFLAEFPEQRPISELFAQTVRDKPSALTVAQEQPVIISVVYPGQQISD 80
consensus !! !! *! * ! * * !* !!*!! *! !*!!!****! * ! *! * ! !! ! *!!!! !*!!
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F
YWVWRNIKATFLEKLRLMDQAELGI ERYEQI

LNKQVYFSSTRPNLDTYRQEQSEVSLMQEQAVLKNKNSDYL IVFTLDTSTRHKRKFAI EHSVLMHNNSPSENTKL I LLQNI
NTDB id 88913 OCU35 RS17800 WP 261826116.1 FWWRNIKTLELRLQELGIEYELNKYSSRPNLDYRQESESLQQVLKNNSDYLVFTLDTSRHKKFAESVMNNPNTKLILLNI 159
NTDB id 1163 A1552VC RS18030 WP 000823678.1 YWVRNIKAFEKRMDALGIRYQINQVFTRPNLDTRQQSVSLMEALKNKSDYLIFTLDTTRHRKFIEHVLHSSETKLILQNI 160
consensus *! !!!! ! !* !!! ! *! *!!!!! !! ! !! !!! !!!!*!!!!!*!!*!! !*!** * !!!!! !!

logo TTP I
VKDRWGQEGKQPLMMYI

VGFDHEIRYGATQLLANQEYYKQAKHMAFPDKSAKDPYGSLVLVYFSEPGYI SEARGDTF IVKQDYLMKNADDVGHEHFYAPLAKRSASYFYTKANT
NTDB id 88913 OCU35 RS17800 WP 261826116.1 TTPIKRWGEKQPLMYVGFDHIRGTQLLANEYKKMFPDSADYGLVYFSPGYISEARGDTFVKYLKDDGEYALKRAYFTKAN 239
NTDB id 1163 A1552VC RS18030 WP 000823678.1 TTPVKDWQGKQPMMYIGFDHEYGAQLLAQYYQAHAP.KKPYSVLYFSEGYISEARGDTFIQDMNAVHHFPLASSYYTKAT 239
consensus !!!*! ! !!!*!!*!!!! ! !!!!* ! * !* *! **!!!*!!!!!!!!!!!* * ****! !*!!!
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NTDB id 88913 OCU35 RS17800 WP 261826116.1 RETAYQATMSMIEQESDLDFIYASSTDIAFGVTDALSELGREDIAVNGWGGGS.EIAAVQSGLLDFTVVRMNDDTGLAMA 318
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EQSGYEATLNIVKNNPEIGFIYACATDVALGAAQALKELNRQDILVNGWGGGSAELEALAKGELDVTVMRMNDDTGVAMA 319
consensus **! !!* ** * *** !!!!* !!*! ! !! !! ! !! !!!!!!!!*!* !* ! !! !!*!!!!!!!*!!!

logo EAIKLWDLEQGNDKPSVPLVYSGDEFYEQVFVTKNQDESAPASLRAIAEAELKALKRAFRYSDNR
NTDB id 88913 OCU35 RS17800 WP 261826116.1 EAIKLDLQNDPVPLVYSGEYQVFTKNDEPSLAEALKLKAFRYSNR 363
NTDB id 1163 A1552VC RS18030 WP 000823678.1 EAIKWDLEGKSVPLVYSGDFEVVTKQDSAARIAELKARAFRYSDR 364
consensus !!!! !! *!!!!!!!** ! !!*! * !! *!!!!! !
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