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L
D
ES ILGQKRREPDL I LLDLRLPDMTGMDVLRYAEVKEVI

K

NTDB id 88875 OCV29 RS11290 WP 073605359.1 MQSVKPTQKSRYLLMVEDTASVAVLYRSYLMPLDDIDITIVGTGKEALDSLQKREPDLILLDLRLPDMTGMDVLREVKVI 80
NTDB id 1157 A1552VC RS03895 WP 001888250.1 ..............MVEDTASVAALYRSYLTPL.DIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEK 65
consensus **************!!!!!!!!! !!!!!! !!*!!!! !!!!!**!**!* *!!!!!!!!!!!!!!!!!!!!! !!

logo

S
YPDVP I

V
I
VFMTAHGS IDETAVEAMRHGAQDFL IKPCEADNRLRVTVNNAIRKASKI

LKANDTPVDANKTNSQNYQGF IGSSQMTMQADVYRT
NTDB id 88875 OCV29 RS11290 WP 073605359.1 YPDVPVIFMTAHGSIETAVEAMRHGAQDFLIKPCEANRLRVTVNNAIRKASKIKATPDATSQNYQGFIGSSQMMQDVYRT 160
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SPDVPIVFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRT 145
consensus !!!!**!!!!!!!!*!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!*! *! !!!!!!!!!!! !! !!!!

logo IDSAASSKAS I F ITGESGTGKEVCAEAIHAASKRGDKPF IA INCAAIPKDL I ESELFGHVKGAFTGAATDERQGAAEALADG
NTDB id 88875 OCV29 RS11290 WP 073605359.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATDRQGAAELADG 240
NTDB id 1157 A1552VC RS03895 WP 001888250.1 IDSAASSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADG 225
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!

logo GTLFLDELCEMDLDLQTKLLRF IQTGTFQKVGSSKRMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRAE
NTDB id 88875 OCV29 RS11290 WP 073605359.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSRMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRE 320
NTDB id 1157 A1552VC RS03895 WP 001888250.1 GTLFLDELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRA 305
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo REGDNDVI E IAYSLLGFYMSKEEGKDFVRLSASEVTVERF IRHQYEWPGNVRQLQNVLRNVVVLNAEGRE ITLDNMLPPPLNKQMPKSAEPTHI L
NTDB id 88875 OCV29 RS11290 WP 073605359.1 RENDVIEIAYSLLGYMSKEEGKDFVRLSSEVTERFIHYEWPGNVRQLQNVLRNVVVLNAGREITLNMLPPPLNKPKETHL 400
NTDB id 1157 A1552VC RS03895 WP 001888250.1 RGDDVIEIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPI. 384
consensus ! !!!!!!!!!!!*!!!!!!!!!!!!! !! !!! *!!!!!!!!!!!!!!!!!!!!! !!!!!! !!!!!!! * ***
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NTDB id 88875 OCV29 RS11290 WP 073605359.1 RLIHPQEEDNKLSVQDIYPLWMTEKMAIERAIEACEGNIPKAAGHLEVSPSTIYRKLQSWNAEEKA..... 466
NTDB id 1157 A1552VC RS03895 WP 001888250.1 NRALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
consensus *! **!!*!!**!*!!!!!!! !!! !!!!!*!!!!*!! *!*!!!!!!!!!!!*!! ! *****
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