
logo MNQNQENDHQPTFFFFDYETWGTVNSPAKDRPCSQFAGI
VRTDMDFNI IGEPLTVI

LYCKQLPNPDYLPASPEAAL ITGITPQKLANASKQGLVASEPEF IAHR
NTDB id 88873 OCV29 RS09375 WP 073603072.1 MNNNDQPTFFFFDYETWGTSPAKDRPCQFAGIRTDMDFNIIGEPLTLYCKLPPDYLPSPEAALITGITPQLANAKGVSEPEFIHR 85
NTDB id 1141 GTF74 RS08270 WP 001183680.1 MQQEHQPTFFFFDYETWGVNPAKDRPSQFAGVRTDMDFNIIGEPLVIYCQLPNDYLPAPEAALITGITPQKANSQGLAEPEFIAR 85
consensus !** *!!!!!!!!!!!!! !!!!!!*!!!!*!!!!!!!!!!!!! *!! !!*!!!! !!!!!!!!!!!! !! !* !!!!!*!

logo IHAQELASKTPNTI
T
N
SLGYNS IRFDDEVTRYTCYRNF ILDPYAGWSWQHNGNSRWDLLDVALRACHALRPDEGI ENWPENDDGFITSFKLEHLSVA

NTDB id 88873 OCV29 RS09375 WP 073603072.1 IHQELAKPNTTSLGYNSIRFDDEVTRYTCYRNFLDPYGWSWQNGNSRWDLLDVARACHALRPDGINWPENDDGITSFKLEHLSVA 170
NTDB id 1141 GTF74 RS08270 WP 001183680.1 IHAELSTPNTINLGYNSIRFDDEVTRYTCYRNFIDPYAWSWQHGNSRWDLLDVLRACHALRPEGIEWPENDDGFTSFKLEHLSVA 170
consensus !! !! !!! !!!!!!!!!!!!!!!!!!!!!*!!!*!!!!*!!!!!!!!!! !!!!!!!!*!! !!!!!!! !!!!!!!!!!!

logo NGQI EHSNAHDAMADVI
YATI ELAKKR I

VKANASQPKLFDYFFSTMRHKRKQLTEL IDIVNMQTPLMHVSGMLGHREQCRHQYTSWI
VVP I

LAWHPTVNKQN
NTDB id 88873 OCV29 RS09375 WP 073603072.1 NQIEHSNAHDAMADVYATIELAKRIKNSQPKLFDYFFSMRHKRQLTELIDIVNMTPLMHVSGMLGHQCQYTSWVVPLAWHPVNKN 255
NTDB id 1141 GTF74 RS08270 WP 001183680.1 NGIEHSNAHDAMADVIATIELAKKVKAAQPKLFDYFFTMRHKRKLTELIDIVNQTPLMHVSGMLGRERHYTSWIVPIAWHPTNQN 255
consensus ! !!!!!!!!!!!!! !!!!!!!**! !!!!!!!!!*!!!!! !!!!!!!!! !!!!!!!!!!!* **!!!!*!!*!!!! ! !

logo AVITVVDLAGKDNPQPLFLDELDSAEETLKQAERLYTRHYDEDLAEPDGELPVPVKL IVHLNKCP I LAPAKTLTAENAHQKQIG IDNREAQCLAQHNLNSAVI
L
K
R
G
Q
H
SP

NTDB id 88873 OCV29 RS09375 WP 073603072.1 AVITVDLAKNPQPLFDLSAEELKERLYTRHDDLAEGELPVPVKLIHLNKCPILAPAKTLTAENAHQIGINREACLQNLSALKGSP 340
NTDB id 1141 GTF74 RS08270 WP 001183680.1 AVIVVDLGKDPQPLLELDAETLQARLYTRYEDLAPDELPVPVKLVHLNKCPILAPAKTLTAENAQKIGIDREQCLAHLNVIRQHP 340
consensus !!! !!!*! !!!! *! !! ! !!!!!**!!!* !!!!!!!!*!!!!!!!!!!!!!!!!!!!* !!! !! !! *! ** *!

logo

A
E IREKLLVQTLVFSTEQEKREPFYNPQSDEDSDNVDSTMQLYAQGFFNSPADKRAAME I IRETTAPPEMNLGESLAS ILRTFVAQDKQRIAEPLLFRYRARHNYPGHTLSTDYQTEQSQRQR

NTDB id 88873 OCV29 RS09375 WP 073603072.1 AIREKLLQLFTEEKPYPSDDNVDTMLYQGFFNPADKAAMEIIRETPPEMLGELSLTFQDQRIAPLLFRYRARNYPGTLSYQESQQ 425
NTDB id 1141 GTF74 RS08270 WP 001183680.1 EIREKLVTVFSQEREFNQESDVDSQLYAGFFSPADRAAMEIIRTTAPENLGSLAIRVADKRIEPLLFRYRARHYPHTLTDTEQRR 425
consensus !!!!!* *!* !**** * !!* !! !!! !!!*!!!!!!! !*!! !! ! * ! !! !!!!!!!!!*!!*!!* !

logo WALASHCQRDYFETRSHNLMDEDGYI
MLNRLENLVHVEHEQAGDNEPKSKLMAKI LKS IVYHYVAEGKLATCS

NTDB id 88873 OCV29 RS09375 WP 073603072.1 WLSHCQDYFTSHMDDYILRLENLVVEHEGNESKLKILKSIYHYVAGLTS 474
NTDB id 1141 GTF74 RS08270 WP 001183680.1 WAAHCRDYFERNLEGYMLNLENLVHEHQADPKKMAILKSVYHYVEKLAC 474
consensus ! !! !!! *** !*! !!!!!*!! * * !* !!!!*!!!! ! *

X non conserved

X similar

X ≥ 50% conserved


