
logo MPLLDSFTVDHTKRMNAPAVRVAKTMKQTPKGDTITVFDLRFTI
MPNKQDI LSEKRGIHTLEHLYAGFMRANHLNGPSDQI

VE I IDI SP
NTDB id 88868 OCV29 RS03620 WP 073603368.1 MPLLDSFTVDHTKMNAPAVRVAKTMKTPKGDTITVFDLRFTIPNQDILSEKGIHTLEHLYAGFMRAHLNGPDIEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!*!! !!!!!*!!!!!!!!!!!!!! !!!!* *!!!!!!!

logo MGCRTGFYMSL IGATPATEEQQI
VAEQAWLASASMQDVLKTVEDSQESKQIPELNEIYQCGTAAMHSLDEEAKAE IAKRKNI

V IADAGIASVNKRNDAELA
NTDB id 88868 OCV29 RS03620 WP 073603368.1 MGCRTGFYMSLIGTPAEEQIAEAWLSSMQDVLTVEDQSKIPELNIYQCGTAAMHSLDEAKEIARKIIDAGIAVNKNDALA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! ! ! !*! !!! !!!!! !! ! !!!!! !!!!!!!!!!!*!!! !!* *! !!! !!*!! !!

logo LPESLMLKNDELKI
V
H
S

NTDB id 88868 OCV29 RS03620 WP 073603368.1 LPESLLKDLKIS 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!*! *!!**

X non conserved

X similar

X ≥ 50% conserved


