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Q LRCLQAGASN Q AERLF SEFT KSHLYQIFKKLSVKNRVQAIAWADQNLMS 214
Q LRCLQAGASNFQ AERLF SEFT KSHLYQIFKKLSVKNRVQAIAWADQNLMS 214

LRCLQ GARN A WLF SE T KSHLEIQIFKK SVKNRMAQAI WARIQNL 215
Q LRCLQTGASNMQ AENLF SEFT KSHLYQIFKKLNVKNRVKAIAWV QNLL 214
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