
logo

MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTL IMFRF
M
Q
Y
N
R
K
T
K
Q
K
RFKRLQHNTLMALAFLAVLS I ITPL IT I

L
S
T

NTDB id 88853 OC457 RS11900 WP 210436112.1 ...................................................MQNTKRFKRLQHTLMLAFLVLSITPLILS 29
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MRLCPRFSLDLLVKVKKLVNFVTLGFSCLSPTHAWRSPQSFTESNTLIMFRFYRKQKFKRLQNTLMAAFLALSIIPLTIT 80
consensus *************************************************** *!!!!!*!!! !!! !!! !! **

logo ALFYFLHNSHSTKDLAEEQQS ITNSHYLAVSLVRDNKHQKQQLVI
Q
D
S
F
Y
F
M
M
TAKESEVKMGSFAVRSELASNYANSGGRFYGLVGNAFHQQRLDGNVI

S
D
I
E
S
A
Q
A
L
D
R
A
E
H
Q
A
G
Q
R

NTDB id 88853 OC457 RS11900 WP 210436112.1 ALYFLNSHTKDLAEQSINHLASLRDNKHKQLQSFFTAKESEVKSFARSELSNNSGGRFYGLVGAFHQLGNIDSQLDAQGR 109
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALFFLHSHSKDLEQQSTSYLVSVRDNKQQQVIDYMMAKESEVMGFVRSELAYASGGRFYGLVNAFQRLDVSIEAAREHAQ 160
consensus !!*!!*!!*!!! !! *! !*!!!!* !* * !!!!!! ! !!!! !!!!!!!!! !!* ! **

logo

A
Q
N
RYFINTGSSTGDLQI

T
K
T
K
TSNVLQPTAQNSSGSYLVGHSERYRLLMF

HKRYHNAWAVYLNELYLKRSDFDKDI LMLVDIDSGDNVVYS IVKYKNHYDGLNFGTVNLLATGKKNTYQS
NTDB id 88853 OC457 RS11900 WP 210436112.1 ANYFNST..LTTKSNQTANSGYLGHERYRLMFKRYNAVYNEYLKRSDFKDIMLVDISGDVVYSVKNHGLFGVNLLAKNTS 187
NTDB id 1143 A1552VC RS01965 WP 001883436.1 QRYITGSGDQIKTSVLPQSSSYVGSERYRLLHKRYHWAYLELLKRSDFDDILLVDIDGNVVYSIYKYDNFGTNLLTGKYQ 240
consensus ! *** ! * ! !*!*!!!!!**!!!* ! ! !!!!!! !!*!!!! ! !!!!* * !! !!!

logo

D
H
I
T
A
NLGQHKTFEKAR I

L
E
K
K
Q
K
T
T
V
N
Q
EQNRKPNTNEPDEFQTVPVVFI STDFSVQTNQEHDNGNDKQTTYAWFLAGAP I IQQGYLHSYAVFMF

M
E
RLPSNSNQAKITEKL IAQDEGNSTSNKP

NTDB id 88853 OC457 RS11900 WP 210436112.1 HIALQKTFEAIKKKTQ.QNPNNPEQVPVVFTDFSTNQHNNDTTAWFAAPIIQQGYLHSYVFMELSNQKITELIQDNT..K 264
NTDB id 1143 A1552VC RS01965 WP 001883436.1 DTNLGHTFKRLEQTVNEQRKTNEDFTPVVISDFVQ..EDGKQYAWLGAPIIQQGYLHSYAMFRLPSNAITKLIAEGSSNP 318
consensus * ! *!! * **! * !** !!! *!! *** !! *!!!!!!!!!!!! !* * !! !! * ****

logo

H
S
I
MQTI

LLVGQSDHKRLSRFTELTQSATETI
L
A
P
I
V
E
Q
K
L
Q
S
K
S
A
Q
S
V
I
V
D
N
L
QALASGKRSAGI

VGSTFYI
TNTYDGNEIPQI

V
I
L
A
GAFYASP I

LNI
L
K
LNHIHWALVVELPEKEAFAR I

V

NTDB id 88853 OC457 RS11900 WP 210436112.1 HIQTLLVGSDHKLRFETQTTLPIQLQSQSINQALAGKSGIGSFINYDNIPVLGAFSPLNILNHHWALVVELPEKEAFARI 344
NTDB id 1143 A1552VC RS01965 WP 001883436.1 SMQTILVGQDHRSRTLTSAEIAVEKSKAVVDLALSGKRAVGTYTNTDGEQIIAAYAPINLKNIHWALVVELPEKEAFARV 398
consensus **!!*!!! !!* ! ! *** * !! !! **!** ! ! ****!* !*!* !*!!!!!!!!!!!!!!!!*

logo

F
R
E
QLEKI

LFVAFAML
V
S
TAI IVLV I

V IATSHW
YLSNFS ITASPLLKRLTWAAEKRAVSAGGDLDEEQAKI

M
D
I
G
NTERKPDE IGRLAI

VSFAERMQRS IREKIGS
NTDB id 88853 OC457 RS11900 WP 210436112.1 FELEKIFVAAMVSAIILVIITSHWLSNSITAPLLRLTWAAEKASGGDLEQKIDGTERPDEIGRLAISFARMQRSIREKIG 424
NTDB id 1143 A1552VC RS01965 WP 001883436.1 RQLEKLFVFAMLTAIVLVVIASHYLSNFITSPLLKLTWAAERVSAGDLDEAMINTERKDEIGRLAVSFERMQRSIREKIS 478
consensus !!!*!! !!**!!*!!*! !!*!!! !! !!!*!!!!!!* !*!!!* * !!!*!!!!!!!*!! !!!!!!!!!!

logo L IKRQSQNKELEHSNLLTI IRKQQNDNELQLTADNKLMKDEFLATTSHELRTPLHGMI
VGIAEASL ILASGANGAP I

L
H
S
A
Q
A
S
H
Q
K
R
R
YQLDE I

MI INSSGQR
NTDB id 88853 OC457 RS11900 WP 210436112.1 LIRQQNKELEHNLTIIRQQNNELQTADKMKDEFLATTSHELRTPLHGMVGIAESLLAGANGALHQSQRRQLEMIINSGQR 504
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LIKSQNKELESNLLIIRKQNDELQLANKLKDEFLATTSHELRTPLHGMIGIAEALISGANGPISAAHKYQLDIIISSGQR 558
consensus !!* !!!!!!*!! !!! !! !!! ! !*!!!!!!!!!!!!!!!!!!!*!!!! !* !!!!*** ** !!**!! !!!!



logo LATTLVDDLLDYHKMRYGADLDINQHRCQAVDI
LSSVAI

TRLVLELSHSHLLGKNKPTI
LR I INQI

V
P
S
E
T
D
Q
L
P
P
V
L
WVDSADEPQRLEQVLYNL IVGNAI

NTDB id 88853 OC457 RS11900 WP 210436112.1 LTTLVDDLLDYHKMRYGDLDINHQAVDISVAIRLVLELSSHLLGNKPIRIINQIPTDLPLVDADEQRLEQVLYNLVGNAI 584
NTDB id 1143 A1552VC RS01965 WP 001883436.1 LATLVDDLLDYHKMRYGALDIQRCAVDLSSATRLVLELSHHLLGKKTLRIINQVSEQPVWVSADPQRLEQVLYNLIGNAI 638
consensus ! !!!!!!!!!!!!!!! !!!***!!!*! ! !!!!!!!*!!!! !**!!!!!** ** ! !!*!!!!!!!!!!*!!!!

logo KYTSEGKI IV I
LSATVYI

L
D
E
D
H
K
Q
L
VR I

VQVVDTGQGIPASEQLEHI FEPL IQAGNHTDGASASNRYRQGAGLGLS I SRQL I ELMGHGRTLYVSSQPQ
NTDB id 88853 OC457 RS11900 WP 210436112.1 KYTSEGKIILSATVLEHQLRIQVVDTGQGIPSEQLEHIFEPLIQANTGSANYRQGAGLGLSISRQLIELMGGRLYVSSQQ 664
NTDB id 1143 A1552VC RS01965 WP 001883436.1 KYTSEGKIVISATYIDDKVRVQVVDTGQGIPAEQLEHIFEPLIQAGHDASRYRQGAGLGLSISRQLIELMHGTLYVSSQP 718
consensus !!!!!!!!**!!! *** *!*!!!!!!!!!! !!!!!!!!!!!!! * !!!!!!!!!!!!!!!!!!!*! !!!!!!*

logo MI
VGTTFSFTLNPLANSAEENEQIAAQAMARALNTEPNLNNPHFKQAPELVLDNASAELNPYDEAQSDNLPENEPDHGEPLLL IVAVDDEPVNLQR I

VLDTNSFLRLAEGYRVHQ
NTDB id 88853 OC457 RS11900 WP 210436112.1 MIGTTFSFTLNLANANQIAAMAANPNNNHFKAP.LLNAANYDASDLPENPDGELLLIVDDEPVNLQILTNFLRLAGYRVQ 743
NTDB id 1143 A1552VC RS01965 WP 001883436.1 MVGTTFSFTLPLASEEEIAQARLTE.LPHFQAPEVLDSELPEQSNLPENEHGPLLLVADDEPVNLRVLDSFLRLEGYRVH 797
consensus !*!!!!!!!!*!! !! ** *!! !!**! ** ! !!!!**!*!!!* !!!!!!! *! !!!! !!!!*

logo TAEQDSGHPQAVLETAL IAKKREQKQPDELVLLDIMMPEGMSGYEQVCENKLRQTHYDSHMALELP I IMLSTALGNQSVDQDRLVKRGFEACGANDYLSTKPFNKEQ
NTDB id 88853 OC457 RS11900 WP 210436112.1 TAESGPQALTLIAKQQPDLVLLDIMMPEMSGYEVCNKLRQTHSMLELPIIMLSALGQVQDRLKGFECGANDYLTKPFNKE 823
NTDB id 1143 A1552VC RS01965 WP 001883436.1 TAQDGHQVLEAIKREKPELVLLDIMMPGMSGYQVCEKLRQTYDHAELPIIMLTALNQSDDRVRGFEAGANDYLSKPFNKQ 877
consensus !! ! ! ! ! * !*!!!!!!!!! !!!! !! !!!!!* * !!!!!!!*!! ! !!**!!!*!!!!!!*!!!!!

logo ELAMARIRVAHYLQTAGSKATE I
L
E
RR I

K
E
KNAHAQLEQKQE I

L
H
K
H
RRAEMQVEAIGSLLETQGSRLLEGLQLDESATPSEAI ILCVKQEQEGGNKR I

VRFYANESAAAGKRLFKRRAT
NTDB id 88853 OC457 RS11900 WP 210436112.1 ELMARIRAYLQAGKTEIERKKNHALEQEIHRREQVEIGLLETQSRLLGLLDSTSEAIICVQQEGRIRYANSAAGKLFKRA 903
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ELAARIVAHLTASKAELRRIENAQLQKELKHRAMVEASLLETQGRLLEQLESAPEAILCVKEGNKVRFANEAAARLFRRT 957
consensus !! !!! !*! ! ! !* ! !* ! !***! !! !!!!! !!! !*! *!!!*!! **!*!! !!**!!*!

logo PELQLEKRSYNTAIDEDE I
L
I
L
A
V
P
T
K
P
LF
P
IA
L
I
N
I
T
D
E
N
Q
E
HHFYCNGNYI

L
D
N
V
YYI

V
D
G
D
E
Q
V
Q
RQHQLMSATDI

V
I
L
N
RLP I

Q
E
GSGLKQAQMF

Y
I
VFDNSVGQGPSSVANADAHRIHLNLESTAI

V
D
E

NTDB id 88853 OC457 RS11900 WP 210436112.1 PELLERYTIDDILVTPLPIAITDNHHFNGYLNYYIGEQQQQLMTDIINLPIESGLKQMFVFDSQGPSADHRIHLLESAID 983
NTDB id 1143 A1552VC RS01965 WP 001883436.1 PEQLKRSNAEELIAPK.F.LNIEQEHYCGNIDVYVDDVRQHLSADVLRLPQGSGLQAMYIFNVGGSVNAARIHNLETAVE 1035
consensus !! ! ! **** ***** ***!**! * !* * !*! !** !! !!! !**! !* *!!! !!*!**

logo

A
VLSESFYATFENGDKDNKNLQKQLKRELGGEFTRLADKALGSDGEGEYHQNSKQTDE I

L
I
MRAQLVLVDEASMKTASATLLNFYWEAREVSGHKQSKFETFLAEEQSGLWRVYLD

NTDB id 88853 OC457 RS11900 WP 210436112.1 VLSEFTFNGDKNNLQQLRELGGEFTRLADKLGDGEHNKTEIIRQLLVDSMKATLLFWEAESHKSKFELAEESGLWRVYLD 1063
NTDB id 1143 A1552VC RS01965 WP 001883436.1 ALSSYAFEGDKDKLQKLKELGGEFTRLADKASGEYQSKQDLMRAVLVEAMTSALNYWERVSGQSKFTFAEQSGLWRVYLD 1115
consensus !! * ! !!! !! !*!!!!!!!!!!!! * ! ***! *!!* ! ! *!! !* !!! !! !!!!!!!!!



logo RSTLQTRTLDKYLQR I
LETLPKTPRWRTVI

LNSTI
LDFYI

VLDEHRCKPEQAPGNPTESRQTEHI
L
E
V
I
M
M
QRDKLHQHKI

L
I
L
S
T
H
S
E
H

NTDB id 88853 OC457 RS11900 WP 210436112.1 RSTLQTRTLDKYLQLETLPKTPRWRTVINTIDFVLDRCPQPNTSRQELVIMRDKLHHIISHH 1125
NTDB id 1143 A1552VC RS01965 WP 001883436.1 RSTLQTRTLDKYLRIETLPKTPRWRTVLNSLDYILEHCKEAGPERTHIEMQRDKLQKLLTSE 1177
consensus !!!!!!!!!!!!! *!!!!!!!!!!!!*!**!**!**!* * * ! ** * !!!!*******

X non conserved

X similar

X ≥ 50% conserved


