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NTDB id 1186 GTF74 RS01320 WP 000788426.1 SSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIF 524
NTDB id 1175 A1552VC RS12105 WP 000788426.1 SSSGAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIF 524
NTDB id 1408 DSB67 RS13980 WP 010643500.1 SSSGAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIF 533
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