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NTDB id 1111 NGFG RS09220 WP 003689814.1 MSDLSVLSP....FAVPLAAVLGLLVGSFLNVVIYRVPVMMERGWTVFAKEHLNLPL...TDDESRTFNLMKPDSCCPKC 73
NTDB id 1061 ABD1 RS18470 WP 001152280.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPKMMEQDWQQECQMLLNPEQ...PIIDHERLTLNKPASSCPAC 77
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 MQDIIAYFIQNLTALYIAVALVSLCIGSFLNVVIYRTPRMMEQDWQQECQMLLNPEQ...PIIDHEKLTLSKPASSCPAC 77
NTDB id 88795 OCU77 RS02095 WP 048899244.1 .MELLTYYP...WLYPVFAALFGLLIGSFLNVVIYRLPIMMEREWKRDCIDCFPEFQQGKTTEEQPTFNLSIPRSRCPKC 76
NTDB id 1403 DSB67 RS12675 WP 010643256.1 .MEVFQYYP...WLFVVFATIFGLIVGSFLNVVIYRLPKIMELEWRRECAESFPEYKIEP...PKETLTLSVPRSSCQQC 73
NTDB id 1170 A1552VC RS11080 WP 000418747.1 .MELFYFYP...WLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITP...PEGKLTLSLPRSTCPHC 73
consensus ** *** * *** *!**!!!!!!!!!!*!**!! *! ** * **!* ! !*!* !

logo

G
H
N
R
Q

A
V
Q
T

L
Q
P ITR I

V
A
W

I
K
R
W
Y

D
QNIP I

L
V
V
L
I SYWLAWLVLKRGQRKCAHRSGNSHCKQTAHKP INSAIRYPALVI ELLTGMAAFVLLMCFVSAGLFLTVI

V
V
A
F
L
T
W
M

L
Q
H
V

L
Y
F
P
G
L
W
F
P

G
T
S
E
V
W
Y
I

I
W
F
Q

A
S
M
T

L
V
G
F
A
V
L
G
I
V
L
I
V
F
F
L
S
T
A
Y
F
W

F
T
VL I SAALTF IDAILFDKTLMQYLL

NTDB id 1111 NGFG RS09220 WP 003689814.1 RVPIRAWQNIPIVSYLLLRGKCASCQTKISIRYPLIELLTGVLFGLVAWQYGWSWITLGGLILTAFLISLTFIDADTQYL 153
NTDB id 1061 ABD1 RS18470 WP 001152280.1 QQPIRWYQNIPVISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 HQPIRWYQNIPLISWLVLRGKCGHCQHPISIRYPAIELLTMLCSLVVVMVFGPTIQMLFGLVLTWVLIALTFIDFDTQLL 157
NTDB id 88795 OCU77 RS02095 WP 048899244.1 NALITAKDNIPVLSWLWLKGRCRHCQHPISARYPLVELLTAAMVATVALLLPLSEWSVAVIFFTFTLIALTFIDIDKMLL 156
NTDB id 1403 DSB67 RS12675 WP 010643256.1 GTQIRIRDNIPVISWLLLRGKCHNCQAPINARYPLIELLTAFCSGFIAFHFGFSYFTVALVFFTFVLIAATFIDLDTMLL 153
NTDB id 1170 A1552VC RS11080 WP 000418747.1 QTPIRVIDNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLLL 153
consensus *!* !!!**!*!*!*!*! *!* *!* !!!**!!!!** * *** ** * ** * ***!!**!!!! !* *!

logo PDSRQMFLTLPL ILAMAWAGTLGI
L
I
L
A
G

F
I
L
A
N
V
T
L
A
D
F
L

N
G
F
G
V
I
F
Y
SPTVPS IPLESNQDSSALVI LWIGYAVLMF

I
AGFYSLCSLWLIS ILVCYAYWCVLYFKVL ILTGKTEGMGNYGDFKL ILAALGAWMLGI

P
W
S
L
Q
A
Q
M
SLPFMLVLVI IVFL

NTDB id 1111 NGFG RS09220 WP 003689814.1 PDSMTLPLIWLGLIFNLDGGF.VPLQSAVLGAVAGYSSLWLLCAVYKLLTGKTGMGNGDFKLIAALGAWLGISALPVLIF 232
NTDB id 1061 ABD1 RS18470 WP 001152280.1 PDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVL 236
NTDB id 1080 FDQ49 RS18305 WP 022575844.1 PDRFTLPLAALGLGINTFNIY.TSPNSAIWGYLIGFLCLWIVYYLFKVITGKEGMGYGDFKLLAALGAWMGPLMLPLIVL 236
NTDB id 88795 OCU77 RS02095 WP 048899244.1 PDQLTLPLMWAGLLLAVLGVSPVSIEDALIGAMFGYLSLWSLYWCFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPFVIL 236
NTDB id 1403 DSB67 RS12675 WP 010643256.1 PDQLTLPLMWTGIALALAGISPVSLQDSIIGAMAGYLCLWSVYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQSLPMIIL 233
NTDB id 1170 A1552VC RS11080 WP 000418747.1 PDQLTLPLLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIVL 233
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