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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 88794 OCU77 RS01660 WP 048899184.1 MASRGVNKVILVGNLGNDPEIRYMPSGGAVANITIATSESWRDKNTGEQREKTEWHRVALFGKVAEVAGEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQS..QEAYQRPAQQSRQP........... 139
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQS..QEAYQRPAQQSRQP........... 139
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF........GGNQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 88794 OCU77 RS01660 WP 048899184.1 EGQLQTRKWQDQNGQERYTTEVVVQGFNGTMQMLGGRQGGGQGMGAQGGMGGGQQQGNWGQPQQPAAQQ..........Q 150
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNVPAQQGSWGQPQQPAKQH..........Q 149
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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...APDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 ...ASDAPSHPQEAPAAPRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGG..NATRP...QPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 88794 OCU77 RS01660 WP 048899184.1 NNFAPQQQSAPQQ...APAQQPQQQYNEPPMDFDDDIPF 186
NTDB id 1166 A1552VC RS00795 WP 000168289.1 P........MQQS...APQQYSQPQYNEPPMDFDDDIPF 177
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