
logo

MKNQSHGIV I
L
F
S
M
RQFS IMGTARLKVGIAYIALI LMAIQVLAMI FSASLSLMPAYALSLKAADQANVADS IMLEITKSNLIVDKVPVALMANPQI

L
A
P
E
G
D
N
Q
G
R
T
V
R
E
L
I
K
D
R
L
F
V
M
QFDSNEKGLPVLPAKPAQLQPRAQGSAFYTIQI

T
L
Q
E
K
N
QPAPSR I

L
A
V
I LDLFPIDGSKVTA

NTDB id 1009 ACIAD RS15175 WP 004923730.1 MKQIIRQFSIGTVAYAIMQV........ASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKA 71
NTDB id 1052 ABD1 RS15850 WP 001017033.1 MNHVFRQFSMGAVAIAIMQA........ASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKA 71
NTDB id 1039 H0N27 RS01460 WP 031993779.1 MNHVFRQFSMGAVAIAIMQA........ASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKA 71
NTDB id 1193 PAKAF RS26665 WP 003161249.1 MNSGLS.....RLGIALLAAMFA....PALLAADLEKLDVAALPGDRVELKLQFDEPVAA.PRGYTIEQPARIALDLPGV 70
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .....M.....RKIIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFIST 70
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .....M.....RKIIAILILISASLSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFIST 70
NTDB id 88792 OCU77 RS01150 WP 107302833.1 ................................................................................ 0
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ................................................................................ 0
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ................................................................................ 0
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ................................................................................ 0
consensus **** * * * * * * * * * * * ******

logo

G
D
Q
N
M
Q
G
K
Q

I
L
A
K
P
K
Q
S
G
D
S
T
QKLNK

T

R
K
I
E
P
S
T

L
I
V
S
T
A
Q

V
L
T
G
N
N
S
E
T
L
A
R
H
SS IYVTNDI

V
S
T
V
E
A
S
A
V
D
K
G
D
K
M
Q
D
K
R
A
T
S
V
M
F
K
R
H
T
V
A
N
L

V
T
I
I
L
V
K
E
G
NLADTKALRDTDLASTKPSVGRYASYFKVSTLGATLTQSRGLTVLYAWEFLGI

T
S
N
A
I
N
T
V
L

L
Y
F
W
L
F
S
V
I

S
G
V
L
K
V
L
V
A
I
L
G
NSL
N
I
S
C
G
A

A
K
P
Q

A
T
S
G
T
N
S
A
D
M
N

S
L
V
F
A
E
S
N
TAPVKAST

KPAPASYSAK
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GQKLAKS..LIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA..........TP...... 133
NTDB id 1052 ABD1 RS15850 WP 001017033.1 QQGLKQS..KISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN..........KP...... 133
NTDB id 1039 H0N27 RS01460 WP 031993779.1 QQGLKQS..KISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN..........KP...... 133
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QNKL..GTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYA 148
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVL.NGKSNDLFEN............SK 137
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVL.NGKSNDLFEN............SK 137
NTDB id 88792 OCU77 RS01150 WP 107302833.1 .............................MFT..KLAADKRFSALLYGIAWLVLL.L....................... 25
NTDB id 1186 GTF74 RS01320 WP 000788426.1 .............................MKN..GLKT..Y.VAQTWLTLWVGLA.LCASSM.................. 27
NTDB id 1175 A1552VC RS12105 WP 000788426.1 .............................MKN..GLKT..Y.VAQTWLTLWVGLA.LCASSM.................. 27
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...........................MKMRH..GLTLTPR.KLTGLFSLWFSLL.LAP..................... 28
consensus * * * * *** * !* *** * ******** * **

logo

Q
E
P
V
I
F
F
K
M
I
L
V

A
V
T
F
P

A
K
P
T
N
S
V

P
R
S
Q
V
A

A
W
Y
S
V
E

A
E
P
S
V
P
V
Y
N
A
P
T
Q
A
Q
S
A
G
K
P

R
H
Q
N
A
D
S
E
Q
G

V
L
I
A
G
R
E
S
K

A
S
R
N
L
IGDFHQRTGVRSINGASKEDEQKQKGDQAGEAGNRLVI

L
V
S
I
L
V
I
V
Q
E
D
V
L
E
Q
V
A
L
S

K
D
G
S

A
S
T
P
A
Q
T
G
S
N

L
S
I
A
T

I
L
S
V
P
P
I
VDI

V
K
R
T
Q
E
R
K
Q
S
Q
V
Q
G
G
L
K
E
S

Q
E
G
K
I
V
L
R
Y
S
V
L
V
I
D
N
E
R

V
T
L
F
A
P
V
I
L
D
G
K
N

G
I
T
Q
S
T
D
K
L
V
I
K
A
P
L
T
D
A
E
N
D
H

M
Q
K
L
R
M
A
L
V
K
R
Y
V
L
R
Y
LNDTVTSNKDFHSASTAVPVAKSEQFTIS IVNTDE

NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...VATSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASID 210
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...LPVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSID 209
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...LPVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSID 209
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVN 228
NTDB id 1257 GCO85 RS04855 WP 163621000.1 EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIIT 217
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EVFITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIIT 217
NTDB id 88792 OCU77 RS01150 WP 107302833.1 ...MFPRWAYAGNDIAALDFHRSEKGQGVLSVQLEKAQSLIDIRQSGLQLYVEVVDGTIADEMLYVLDVNDFATAVKTVE 102
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...VFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVE 104
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...VFSAESATANQLENIDFRVNKEKAAVLIVELASPSAVVDVQKVQEGLSIELLKTDVADDKLYLLDVKDFSTPVESVE 104
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...FVAAEEVQSNSLKSIDFRTNKDKDAVIVVELVSPAAIVDIKRVQEGLSIDLLNTSVKDDQLYLLDVKDFSTVVESVE 105
consensus * * * * ***!** ********* * **!***** **** * ***** ******* !!***! ***



logo

S
T
M
A
V

S
Q
Y
F
A
Q
N
R
Q
S
E
K
D
D
S
T
E
K
G

D
G
P
S
K

G
N
R
T
K
S
V

G
V
T
K
S
Q
R
V

M
I
L
L
S
V
T
A
L
V
I
E
Y
L
Q
T

I
M
P
V
S
T
K
D
S
E
G
L
R
E
D
S

F
Y
S
D
G
Q
E

H
Y
L
F
M
D
A
V
Y
K
R
T
Y
T
L
Q
S
K
T
V
A

D
N
E
G
R
K
N
R
K
Q
Y

F
L
D
M
E
T
I
V
I
K
D
V
S
I
L
V
G
T
F
S
K
A
K
P
R

K
M
P
L
P
K
Q
T

K
T
D
A
N
D
E
D
N
S
K
E
A
T
V
I
N
K

E
V
R
A
E
L
R
P
Q
T

N
P
R
T
A
K
S

S
D
L
P
K

E
L
Y
K
D
N
Q
S
K
I
K
T
V
N

F
I
P
L
Q

A
D
T
E
V
N

F
K
Y
N
S
E
TGENKPRLKLI S ILDNFQNDVIDSEP I

VRSARNVLQL ILADYFNTNQDGLFINLM
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQD.NVRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINM 289
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINM 288
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINM 288
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNL 308
NTDB id 1257 GCO85 RS04855 WP 163621000.1 MQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINM 297
NTDB id 1284 ACE17W RS12370 WP 010946666.1 MQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINM 297
NTDB id 88792 OCU77 RS01150 WP 107302833.1 TFRSDKGVKLLLTMSERFDYDYKTSGNQLDVIVTAKPK.ST.ETDEQNITYNGKPISINFQDVPVRNVLQLIADYNDFNL 180
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEK.PKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNL 183
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VFRKEPSTQLVVTVDGEFQHDYTLKGKYLEVVISKLKADEK.PKPKSVLEKEGKLISINFQDIPVRNVLQLIADYNGFNL 183
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VFRDTSTTRLVAYIDEDYSHDYRLTGRYLEVKVGKLKANEK.APDKSILDKEGKLISINFQDIPVRNVLQLIADYNQFNL 184
consensus **** *** ******* ** * * * * ** *** * **!***!**!!** *! !!!!*!!****!*

logo VTAVASDKTSVEVQGDNVLITLHRLQNKDNGDI
VPWPQDQVALDLIVI LTKQSVTQKNGLDKR I

K
V
R
L
K
D
NGKNVLVMIWLVIDATPAVKDESASE I

M
L
A
I
D
A
G
L
K
H
S
A
M
REQRKEDEQAQEALAEKSKAI

K
A
V
Q

K
Q
A
R

K
T
L
Q

E
A
I
S
A
K
T
V
EE
K
I
LEGAAEDP I

L
S
K
Q
R
R
T
S
D
E
I
Y
L I LKQLVIKNFYAK

NTDB id 1009 ACIAD RS15175 WP 004923730.1 VTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAK 369
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAK 368
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAK 368
NTDB id 1193 PAKAF RS26665 WP 003161249.1 VASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAK 388
NTDB id 1257 GCO85 RS04855 WP 163621000.1 VVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAK 377
NTDB id 1284 ACE17W RS12370 WP 010946666.1 VVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAK 377
NTDB id 88792 OCU77 RS01150 WP 107302833.1 VVSDTVEGNVTLRLDDVPWPQVLDIILQSKGLDKRINGKVVLVAPKSELDGHEQQALAAKRKSEELAALRSELIQVKYAK 260
NTDB id 1186 GTF74 RS01320 WP 000788426.1 VVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAK 263
NTDB id 1175 A1552VC RS12105 WP 000788426.1 VVSDSVVGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILIAPKEELDLREKQALEKARLAEELGDLKSEIIKINFAK 263
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VVSDSVEGNLTLRLDGVPWQQVLDIILQVKGLDKRVDGNVILVAPKDELDLREKQQLEKQKLEKEIGELSSEIIKVNFAK 264
consensus !**!*!*!**!!*! **!!*!*!!**! ***!!!!* !*!****** **** !** *** * * ********!****!!

logo AI
G
S
ADLI EMAESAGKVMLFLIQKTINSGQVGRTSSNSNGSTNSGNLSQNHTSGGGTSTSTNGLSNATTGVEDPSLDGGNDEDSKNGGNQVEINGVGTNSKMLELGSAGEDPRGKTSLMIHTSLQIVDPADERTNSTI

L
W
L
I
A
I
K
Y
Q
N
R

Q
E
D
P
L
T
Q
S
A
G
P
D
T
E
Q

R
K
N
S

L
IADESEQVLVIKRDRKELMI LVIKSDEALQS

NTDB id 1009 ACIAD RS15175 WP 004923730.1 AADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDL 440
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDL 448
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDL 448
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AADIAKLFQSVTS..........................DGGQEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQ 442
NTDB id 1257 GCO85 RS04855 WP 163621000.1 AADIAVLIK...............................DKQNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQ 426
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AADIAVLIK...............................DKQNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQ 426
NTDB id 88792 OCU77 RS01150 WP 107302833.1 AIDLASLLIG.............................DEDGVSMLSARGSLHVDERTNSLIIKDLPESIESVKDILSA 311
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ASDIAAM.IG.............................GEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIES 313
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ASDIAAM.IG.............................GEGNVNMLSERGSISIDERTNSLLIRELPDNIAVIREIIES 313
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ASDIAEM.IN.............................GEGNISMLSDRGSMTIDERTNSLLIRELPENIEVIREIIES 314
consensus !*!** ** ** * *****!!****!*!!!******* * ** ******



logo LDVIQPVRKQVLMQVI EAR IVERTI
A
V
K
N
S
T

V
K
T
E
D
S
G
D
Y
N
F
D
M
T
L
S

D
Q
E
K
S
D
E
M
I
LG I

V
K
RWGFGIVAITMSLYRSHINPTQGINTQNKT

N
S
H
N
G
D
S
N
T
W
H
L
T
L
S
G
I
L
V
Y
S
GGKTSVLIDENGSTATNLAHWTQNSIKLNRGI

N
E
L
K
Y
P
L
K
A
D
E
G
R
S
D
K

G
N
D
E
G
E
M
R
T

N
G
C
D
T
D
G
A
P IA

TP
G
S
A
G
C
G
S
D
N
Y

S
E
T
V
K

A
F
V
Y

G
T
P
T
L
V
I
T
D
E
G
D
E
R
TS

NTDB id 1009 ACIAD RS15175 WP 004923730.1 LDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGS.ETTLWNLRNPDSN..........GTYTIER.. 507
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS.ETTLWNLREPKKDET.....TGGYKYTIER.. 520
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGS.ETTLWNLREPKKDET.....TGGYKYTIER.. 520
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYH....KGNWSGYGK.DGN...IGIKDEDGMNCGPIAGSCTFPTTGTS 514
NTDB id 1257 GCO85 RS04855 WP 163621000.1 LDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRP....TH...LSGTLEGA....NELA...RGTA...PANVVPLER.. 487
NTDB id 1284 ACE17W RS12370 WP 010946666.1 LDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRP....TH...LSGTLEGA....NELA...RGTA...PANVVPLER.. 487
NTDB id 88792 OCU77 RS01150 WP 107302833.1 LDIPVKQVQIEARIVTVSEGDLEELGVRWGVISN....NGDTTIGGSVESNLHNSGLLDR............KATVDD.. 373
NTDB id 1186 GTF74 RS01320 WP 000788426.1 LDIPVKQVQIEARIVTVKEGNLEELGVRWGVMST....NGSHSVGGSIESNLWQKGLLAD...........DEFPVDE.. 376
NTDB id 1175 A1552VC RS12105 WP 000788426.1 LDIPVKQVQIEARIVTVKEGNLEELGVRWGVMST....NGSHSVGGSIESNLWQKGLLAD...........DEFPVDE.. 376
NTDB id 1408 DSB67 RS13980 WP 010643500.1 LDIPVKQVQIEARIVTINEGNMDELGVRWGFTSI....NGSHTVGGSIENNLATIGLYDGGGEGDD...GGSSVGIDD.. 385
consensus !!**!*!!**!!!!! ** *** **!**!!*** ** ***!************ * *****

logo

KS
P
P
D
S
R
N
F
P
L
F
NLVNDLGASVAAVPLSTNTGSTPAKGTNDPATGASTSSVIGAI

F
A
G
Q

I
V
L
G
I
A
F
S
K
I
M
L
T
N
S
G
S
D
D
G
N
F
T
I
I
M
LLDLQELSAMLEQQKNSATDEESGNRYKGAELVIVI SQTSPKRVLVMI STSATDNQKEKQKAPTAVKYVI LAEKSTQGSVEQTQEVIPYLQSEGASTSTNSS

NTDB id 1009 ACIAD RS15175 WP 004923730.1 .PDNLNVDLGV...TTTGASSIAFGLISLSD.FMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNS 582
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .PDNLNVDLGV...SNP.AGSIAFGLISMSD.FMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS 594
NTDB id 1039 H0N27 RS01460 WP 031993779.1 .PDNLNVDLGV...SNP.AGSIAFGLISMSD.FMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNS 594
NTDB id 1193 PAKAF RS26665 WP 003161249.1 KSPSPFVDL......GAKDATSGIGIGFITDNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSS 588
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ...RLNLDLAAVPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS 564
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ...RLNLDLAAAPLTGATPASVGIALAKLNDNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSS 564
NTDB id 88792 OCU77 RS01150 WP 107302833.1 ...FLNVNLGA...TTAGASSIAFQVAKLGD.ILLDLELSALQKEEKAEIISSPRLVTTNKKTAYIEQGTEIPYLEGSSS 446
NTDB id 1186 GTF74 RS01320 WP 000788426.1 ...FLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS 450
NTDB id 1175 A1552VC RS12105 WP 000788426.1 ...FLNVNLAS...TSANASSIAFQVAKLGSGTLLDLELSALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS 450
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ...FLNVNLAA...TSPNATSIAFQVAKLGSDTLLDLELSALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS 459
consensus ****!* *** * ********* * *!!!*!!!** ****!**!*!******** ! ***!***!!*****!

logo

A
GAVSGTSTAASTTVTASFKDEKAALVLSLMENKVTPNSQITPDGNRKLI IQLVVLMEKDVLKNVDQS IVANSTNKQDAKTRS IRVPDNASGKQSYEGPVYAQTNTAVMQFPKLNTNGVTGGEVEAALPVPSIALI IDNKTKNQTNERVIQGNATKQNI

VLVDNDNGQETLIV I
V
I
LGGVIYFSKEQNHQAEDST

NTDB id 1009 ACIAD RS15175 WP 004923730.1 AAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINSYAQNG...EAILNKNTINTNVLVNNGETVVLGGVFEQT 659
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQT 671
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAGAAPNG...ELILNKNNINTNVLVDNGETVILGGVFEQT 671
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLN..GVPPINKNEVNAKILVNDGETIVIGGVFSNE 663
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGV...PAIITKEIQTNVLVNNGQTIVLGGIYKQD 638
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPSPQTFLGV...PAIITKEIQTNVLVNNGQTIVLGGIYKQD 638
NTDB id 88792 OCU77 RS01150 WP 107302833.1 GAV...TVSFKKAVLSLMVTPQITPDNKLVLDLVVTQDKVGKTVKTGTGEAVAIDTQRIGTQVLVNNGETLVLGGIYQHA 523
NTDB id 1186 GTF74 RS01320 WP 000788426.1 GAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHS 527
NTDB id 1175 A1552VC RS12105 WP 000788426.1 GAS...TVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGETVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHS 527
NTDB id 1408 DSB67 RS13980 WP 010643500.1 GAT...SVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQVVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHS 536
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 TNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1193 PAKAF RS26665 WP 003161249.1 QSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIG...R...... 714
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 88792 OCU77 RS01150 WP 107302833.1 LSTKVEQVPLLGDIPLLGALFRRTKEDLDKRELLIFVTPKIVFQ................ 567
NTDB id 1186 GTF74 RS01320 WP 000788426.1 INNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1175 A1552VC RS12105 WP 000788426.1 INNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVVIQ................ 571
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVVIQ................ 580
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