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NTDB id 88625 LDN34 RS08310 WP 002294136.1 MKTILTFIIVFGILVIVHEFGHFFFAKRSGILVREFAIGMGPKIYGHQAKDGTTYTLRLLPIGGYVRMAGNGDDETEMAPGMPLS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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NTDB id 88625 LDN34 RS08310 WP 002294136.1 LLLNSDGIVEKINLSKKIQLTNAIPMELSRYDLEDELTITGYVNGDETEVVTYPVDHDATIIENDGTEIRIAPKDVQFQSAKLWQ 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGET...KTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
consensus !*!**!!*!**!!!!*******!*!!****!!!!!*!!!!!*!*!** *!!*!!!!!!!*!*!!!!*!!!!!!!!*!*!**!*

logo RMLLITNFAGPMNNF I LAGI
V
V
L
L
VF I I LAFMVQGGVQVDTNSTNRLVIGEQI

V
M
A
P
N
N
GGAAAQEVASGLKETNGDEAVIVSAVIDNGKKDEKI

V
H
T
S
DWNDDSLTKTEVAI

L
T
R
K
ENPTGQKFSK

NTDB id 88625 LDN34 RS08310 WP 002294136.1 RMLTNFAGPMNNFILAIVLFIILAFMQGGVQVTNTNRVGEIMPNGAAAEAGLKENDEVVSVDGKEIHSWNDLTTVITKNPGK... 252
NTDB id 291 STER RS01205 WP 011680685.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI.QVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
NTDB id 323 STU RS10650 WP 011225396.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLI.QVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
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NTDB id 88625 LDN34 RS08310 WP 002294136.1 ..TLDFKIER.EGQVQSVDVTPKSVESNGEKVGQLGIKAPMNTGFMDKIIGGTRQAFSGSLEIFKALGSLFTGFSLDKLGGPVMM 334
NTDB id 291 STER RS01205 WP 011680685.1 GDSLSVTVKRSNGQEETISVKPQ..ES..QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAM 332
NTDB id 323 STU RS10650 WP 011225396.1 GDSLSVTVKRSNGQEETISVKPQ..KS..QGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAM 332
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NTDB id 88625 LDN34 RS08310 WP 002294136.1 YQLSSEAANQGVTTVISLMALLSMNLGIVNLLPIPALDGGKLVLNIFEGIRGKPLSQEKEGILTLAGFGFLMLLMVLVTWNDIQR 419
NTDB id 291 STER RS01205 WP 011680685.1 FQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMR 417
NTDB id 323 STU RS10650 WP 011225396.1 FQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMR 417
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NTDB id 88625 LDN34 RS08310 WP 002294136.1 FFF 422
NTDB id 291 STER RS01205 WP 011680685.1 AFF 420
NTDB id 323 STU RS10650 WP 011225396.1 AFF 420
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