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NTDB id 1233 CJJ81176 RS04995 WP 002853564.1 MRCINCGAFALLCFCELCELELSEFSLNVRKLDNNFKVYSFYKYHEIQHLLHSKHYFYGYFVYKMLAKLSFAKFKDFF.D 79
NTDB id 88596 K6J74 RS01530 WP 221272169.1 MRCFSCGAFSFKLLCKRCYAELAPL.LENHRL.ENTPIYSFYAYDEIEFLLKSKYSLIGSRLLPLLALRVRGLL.....E 73
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPLS.LKVRVL.EGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQE 78
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NTDB id 1233 CJJ81176 RS04995 WP 002853564.1 PR..MTINVIALDDKVEDMLYSHSAILARYLKTKFVKPVFNVLKAQNHIKYSGKSLEFRQKHKRNYKLLKTIHEPVILVD 157
NTDB id 88596 K6J74 RS01530 WP 221272169.1 PLLQEPLYALPIDDHIKRGYSHTATIAHALCKNSPCKPVYNKLCATKNITYAGQSLEFRQKNPKGFVFKGDPNLAYFLVD 153
NTDB id 1221 C694 RS07590 WP 001203580.1 QGLNIPLYGIAIDDKIKSFYSHSAALLKGFCQG.NLKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLLD 157
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NTDB id 1233 CJJ81176 RS04995 WP 002853564.1 DIVTTGSSLLEAKKVLEENKISVLFALVLADAKV 191
NTDB id 88596 K6J74 RS01530 WP 221272169.1 DVLTTGTTLRQAIQTLRQVGAKVAFALVLAKA.. 185
NTDB id 1221 C694 RS07590 WP 001203580.1 DIITTGTTLKEALKYLKTLNIKVHFAIALCSADE 191
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