
logo MRCFLSTCGLKVLWSFKPLCKPHNCLYNTDELPSLPRSLKQTVHRRVLAEGKTVPSVLYSFYAVYESDE I EELL ILKSKYATL IGSR I
LLPLLASLQKRALGKAEFVKHI LLQEPQGLLANI
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NTDB id 88581 K6J72 RS01110 WP 221279892.1 MRCFSCGVWSFKPLCKHCYTELSPRLQTHRLAKTPVLSFYVYEDIELLLKSKYTLIGSRLLPLLALRLK.....HLLEPLLATPL 80
NTDB id 1221 C694 RS07590 WP 001203580.1 MRCLTCLKLSFKPLCPNCLNDLPLSLKVRVLEGVSVYSFYAYSEIEELIKSKYALIGSRILPLLSQKAGAEFVKILQEQGLNIPL 85
consensus !!! *! !!!!!!**! *!** ! * ! *! !!! ! *!! !*!!!! !!!!!*!!!! * ******! !* ! !!

logo

H
Y
A
G
I
L
A
P IDDHKIKRSFGYSHSTAAI

L
A
L
K
R
A
G
F
LCAQGHNSPCLKPVLTYGNRLRANTKNADI

V
S
TYAGKQSLEFRAKNQNPKRGNFTVFKRGDEPSLADYFLLVDDI

V
I
LTTGTTLCKEQA

NTDB id 88581 K6J72 RS01110 WP 221279892.1 HALPIDDHIKRGYSHTAAIARALCAHSPCKVLYNRLRATKDITYAGQSLEFRKQNPKGFVFRGDPSLAYFLVDDVLTTGTTLCQA 165
NTDB id 1221 C694 RS07590 WP 001203580.1 YGIAIDDKIKSFYSHSAALLKGFCQGN.LKPTYGRLRANNAVSYAGKSLEFRANNPRNFTFKGDESLDYFLLDDIITTGTTLKEA 169
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NTDB id 88581 K6J72 RS01110 WP 221279892.1 IQTLRGAGAKVAFALVLAKVQSLSF 190
NTDB id 1221 C694 RS07590 WP 001203580.1 LKYLKTLNIKVHFAIALCSADE... 191
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