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YRKLAE AGQYL KGEQRVY
TEWHRNI YRKLAE AGQYL KG[GQRVY
SVATSESWNDKMTGER EYTEWHRIV)y R [NAEVAGQYLRKGSIYVY
MPNG AVANISVATSESWINDKWTGER ENYTEWHRIV|§YR [NAEVAGQYLRKGSQVY
IWWIIGVNKVIL GNLG DPEVRYMPEGEAVANI ATSE WHDKINTGE[R E TEWHR J{ YEKLAEVAG YLRKGSQVY
WERPIGVNKVILVGNLG DPEVRYMPNGEAVANI ATSESWRIDKEITGE[N E TEWHR V [@KLAEVAG YLRKGSQVY
WESIMGVNKVILVGNLG DPEVRYMPNGEAVANI ATSESWRIDKBEITGER E[NTEWHR V [@KLAEVAR] YLRKGSQVY
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X non conserved
B similar
B >50% conserved
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