logo

NTDB id 87983
NTDB id 42 MW
NTDB id 26 SA
consensus

logo

NTDB id 87983
NTDB id 42 MW
NTDB id 26 SA
consensus

logo

NTDB id 87983
NTDB id 42 MW
NTDB id 26 SA
consensus

logo

NTDB id 87983
NTDB id 42 MW
NTDB id 26 SA
consensus

0CX48 RS04590 WP 000959293.1
RS04740 WP 000959293.1
RS04860 WP 000959282.1

0CX48 RS04590 WP 000959293.1
RS04740 WP 000959293.1
RS04860 WP 000959282.1

0CX48 RS04590 WP 000959293.1
RS04740 WP 000959293.1
RS04860 WP 000959282.1

0CX48 RS04590 WP 000959293.1
RS04740 WP 000959293.1
RS04860 WP 000959282.1

LG ATILATT R LAR ALK PG WL LA A

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGFKVEIEPF
MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCEFNNETIKHYKSKLILAQMIQQQGFKVEIEPF

MLVALNEEKERVLATTALRKTQYFCPVCGKQVILKRGLKVISHFAHKHLAEQKCFNNETIKHYKSKLILAQMIQQQGEKVEIEPF
PELLL L ettt

WL DIRYELYSHOLGTE A IS LN MR LT

LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKLHTFNLEKKQI
LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFQSMFINPFTRKLHTFNLEKKQI
LKEIKQIPDILINNKYVIELQYSPIPYKQILQRTEGLKKMGYKVSWLLNDVDYCHNKVKFNHFSIMF INPINTRKLHTFNLEKKQI

L AN e DALYEAA AT ROELE A VLCTRRG

MMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWONSVLEPTLSAMYQLQLTDQEVVHNYGYIFP
MMFQQIQYLGGHKYVAEKRNAKISELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVHNYGYIFP
MMFQQIQYLGGHKYVAEKRNAKINELFNEAPCDYHAVYKLSKFAINQYIKYCRWQNSVLEPTLSAMYQLQLTDQEVVMNYGYIFP

SN L LAERVOLNRY

LLETA R SRIDGLE

EQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDRGNDVQILF 328
EQIYIKNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIVGLESKTAIIEKLINNYLNICSDRGNDVQILF 328
EQIYIIMNHPIEWQLQVDLWLKNGKSKLVNDNLNYFKLKKFIV LESKTAIIEKLINNYLNICSDRGNDVQILF 328
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