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NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEIQ....GDVLQMLGGRNQGGDF........GGNQGGWGNSAPAPQQSYNQGNSGYGYDQ 146
NTDB id 87728 F384 RS25395 WP 032676553.1 EGHLRTRKWTDNGGVERWTTEVVV.GVNGTMQMLGSRNAPAGT..GNAQQPGSAQGGWGQ.PQQPQP............. 143
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGAPAGGNIGGGQPQGGWGQ.PQQPQG............. 144
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQ.PQQPAK............. 146
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