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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 87652 MCIT9 RS11840 WP 317705084.1 ..MNQATALVVDDEPDILELLELTLARMNVQARCAATLEEAKTWLGREPFQLCLTDMRLPDGDGIDLVAYIQERFPNLPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLKNDVDNKNQNYQGFIGSSQTMQAVYRTIDSAAS 151
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE.HDTTENALENKLLIGRSLPIQQLRIAIKKIAR 159
NTDB id 87652 MCIT9 RS11840 WP 317705084.1 AVITAHGNMEAAVRALKCGAFDFVSKPVDLQILRKLVGSAIQLTDAE...SPRDRRSRDVLLGDSAPMRDIRGKIVRLAR 155
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEE.APVDNRLLGESPPMRALRNQIGKLAR 154
consensus ***!!*! ***!* !***!!*!!**!!*** *!* ** *!*** * **** * ****!*! ** *** ! **!*

logo

T
S
K
QASP I

V
Y
F
V
I
H
S
TGESGSTGKELVCVAENRALVIHERAAKLQGSKNPRAGISDGEGRKPF IVPAI

VNCAGAIPAKSTDEL IMESEFLFGHVKKGASFSTGAAITVAEQTEDHRKPQGALAIFELQSAAHSDGGSTLFLD
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFLD 231
NTDB id 1045 H0N27 RS16330 WP 168727019.1 SQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLD 239
NTDB id 87652 MCIT9 RS11840 WP 317705084.1 TQAPVFIHGESGTGKELVARLIHAKSPRAGKPFVAVNCGAIPAELMESEFFGHKKGSFSGAVADHPGLFQAADGGTLFLD 235
NTDB id 1473 PAKAF RS24000 WP 003094694.1 SQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLD 234
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDVI 311
NTDB id 1045 H0N27 RS16330 WP 168727019.1 EIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVL 319
NTDB id 87652 MCIT9 RS11840 WP 317705084.1 EVADLPLHLQVKLLRAIQEKRVRPVGGHEEIPVDVRILSATHKDLKALVDEGRFRQDLYYRINVIELTVPPLRQRREDIP 315
NTDB id 1473 PAKAF RS24000 WP 003094694.1 EVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIP 314
consensus !****** *!*!!!!**!******!! *** !!*!***!***!* * ! *!*!!*!!**!**!**! *!!!!*! *!**

logo

E
L
I
M
LADENYHSRFLI ILGKNQFKRLMICSAGKMRDEENTWEGKTLDPAFPAKLVKQRLSTAGEADERVAEFQVKTEKRTYFLCKLRNRQQYDEHRW

FPGNVRQELQRENI
V
M
I
L
R
E
N
R
V
A
A
I
V
Y

A
V
TLNSCEDGADEREQTVLIQTDAILPHSDHMDLPRHLPAPDLPSLNAPQRSMSG

A
A
N
P
V
I
N
S
N
R
T

A
I
P

F
L
P

A
P
L
S
A

NTDB id 1157 A1552VC RS03895 WP 001888250.1 EIAYSLLGFMSKEEGKDFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMSAPINRALPL. 390
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLR..ANISNPFASA 397
NTDB id 87652 MCIT9 RS11840 WP 317705084.1 LMADRILNRIARDNGLPPLKLTERAFKTLCRYDFPGNVRELENILERAAALCEGEVLDADDLHLPSAS..APVSTIP... 390
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP..GA........ 384
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 ........AHENKVSVHEIFPL....WMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV. 473
NTDB id 87652 MCIT9 RS11840 WP 317705084.1 ........SEAGTPLPEGPFSLEDYLGEIERRAILDALAQTRWNRSKAARRLGMTLRQLKYRLQKWGLDGGED.... 455
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ........SQEGAASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID........ 445
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X non conserved

X similar

X ≥ 50% conserved


