
logo MKSLQREDDEQFLDEQEKQTLDPSLSEKSEVNQSDGLAQSAPKKNKRKFMTNLVDEKFLFQQFNMTLDMS
NNYGSWP I

LSVKITCWI FLI FFALVVLCAI
LGYF ILVAVVIQRPQKLQDDAIQDNQTARQTAVQEKQSNLL

NTDB id 1012 ACIAD RS15185 WP 004923719.1 MKLDQLDKTP.KESGQPKKKRMNVEKFFQQFNMLDMSNYGSWPLSVKITCWIFIFFLVCALGYFVVIRPQLDDIQTAQAQEKNLL 84
NTDB id 87606 TOL5 RS19740 WP 121774348.1 MSREDFEQLDSSVNDAPKKNKMTVEKFFQQFNTLDMNNYGSWPLSVKITCWIFLFFVVCAIGYFLAVRPKLDAIDQARTVEQNLL 85
NTDB id 1056 ABD1 RS15860 WP 000076101.1 MSQDELQELSLE.QLSAKKKKFNLDKFLQQFNTLDMNNYGSWPISVKITCWIFIFFAVLALGYFIVIQPKLQAIDNAQAQESNLL 84
consensus !* **** * * *!!******!!*!!!!*!!!*!!!!!!*!!!!!!!!!*!!*!*!*!!!****!*!**!**!***! !!!

logo NEFKREKQDSKLRNLQQYQAHVQLEQQEMEQRASNFNQQLTEQLPKESTE IPGSLVEDINLMVTGVSNSGLKFKNIRLEDNPEVKQE I
FF I EQP IAS IDEATGDY

NTDB id 1012 ACIAD RS15185 WP 004923719.1 NEFREKQSKLRNLQQYQHQLEEMRASFNQQLTQLPKESEIPGLVEDINMTGVNSGLKFKNIRLENEVKQEFFIEQPISIEATGDY 169
NTDB id 87606 TOL5 RS19740 WP 121774348.1 NEFKEKDSKLRNLQQYQAQLQQMEANFNQQLEQLPKETEIPSLVEDINVTGVSSGLKFKNIRLEPEVKQEFFIEQPISIDATGDY 170
NTDB id 1056 ABD1 RS15860 WP 000076101.1 NEFREKDSKLRNLQQYQVQLQEMQANFNQQLEQLPKETEIPSLVEDINLTGVNSGLKFKNIRLEDEVKQEIFIEQPIAIEATGDY 169
consensus !!!*!!*!!!!!!!!!! !!**! !*!!!!!*!!!!!*!!!*!!!!!!*!!!*!!!!!!!!!!! !!!!!*!!!!!!*!*!!!!!

logo HSAFGTAFVSGSVIAALPR IVTMLHDFVTVIDETAGVKSTAPQASEKDEKNKTSDVIPEVI
L
V

N
DYASTVIKAKTYRYVIGVATDDETQGKSAENAQKSTAGTKVANQPQATNANPSTAASPTNSTTPAQQTGVGQTPKQ

NTDB id 1012 ACIAD RS15185 WP 004923719.1 HAFGAFVSGIAALPRIVTLHDFVIEAKQSK.EKTDIPEVDYAVKAKTYRYIGVDEQGNASAVQ..ANTSTTTPAQGGTP. 245
NTDB id 87606 TOL5 RS19740 WP 121774348.1 HSFGTFVSSVAALPRIVTLHDFTITGTASEDKKSDVPVIDYTIKAKTYRYIGADEQKAQKTVNQTNPAAPSTPQQGGTPQ 250
NTDB id 1056 ABD1 RS15860 WP 000076101.1 HAFGAFVSSIAALPRIVTMHDFTVDVSPAKDNKSDIPVLNYSIKAKTYRYVGATDTSEQTGKAPAASASTNT...TVQPK 246
consensus !*!!*!!!**!!!!!!!!*!!!***** *** !*!*!***!**!!!!!!!*!**** ***** * ****!* ****!
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