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NTDB id 1057 ABD1 RS15855 WP 000695065.1 MKI.KQITLYVLACAVLVGCDSRIDAVNQEMANIRNQPPLPIEPAPIFTPVPQFNYAAHQLKSPFMPSSLAAELKIMAGKRVYPN 84
NTDB id 87605 TOL5 RS19735 WP 005034344.1 MKKHNKIICGISFTLLLVGCDSRIDAVNQEMANIRSQTPLPIEPAPVFNPVPSFNYSAQQLRSPFLPSSLANELKVMSGKRVYPN 85
NTDB id 1013 ACIAD RS15180 WP 004923726.1 ..MNNKILWLGLVILGLSGCDSRIDAIHQEMATIRNQPPLPIEPAPVFMPVPSFQYSASQLRNPFLPSSLAAELKIMSGKRVYPN 83
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MGLMNYQGRITI EHR I STPTRQIDLLMVE IVPDGHREDGYVI ERPRTSLV
NTDB id 1057 ABD1 RS15855 WP 000695065.1 FSRAPQPLESYALEALNMKGSMRNNRGQILALIQTPDQQIERVQVGNYMGMNQGRITHISPTQIDLVEIVPDGREGYVERPRTLV 169
NTDB id 87605 TOL5 RS19735 WP 005034344.1 FSRQPQPLESYPLESLTLKGSMKGNAGQTVGLIQTPDGEIERVQLGNYMGMNQGRIIEITPTRIDLLEIVPDGRDGYIERPRSLV 170
NTDB id 1013 ACIAD RS15180 WP 004923726.1 LARPKQPLESYALESLTMKGSMRKINAQIMALIQTPDNEIERVQVGNYIGLNYGRIIRITPTQIDLMEIVPDGHDGYIERPRSLV 168
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NTDB id 1057 ABD1 RS15855 WP 000695065.1 LIGPAP 175
NTDB id 87605 TOL5 RS19735 WP 005034344.1 LIGPVD 176
NTDB id 1013 ACIAD RS15180 WP 004923726.1 LIGPKP 174
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