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NTDB id 1193 PAKAF RS26665 WP 003161249.1 ...............MNSGLSRLGIALLAAM.FAPALLAADLEKLDVAALPGDRVELKLQFDEPVAAPRGYTIEQPARIALDLPG 69
NTDB id 87604 TOL5 RS19730 WP 121774349.1 MKKSLKNILIGDGKFMNSQLRQFTMATVAIAITQVAAAQTTMTNIVSMKIPGQGTEIRVMFNGLPPQPQAYQLDNPSRLVLDFDN 85
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ...............MKQIIRQFSIGTVAYAIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPPQPQAYQLEQPARLILDFDK 70
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDK 70
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ...............MNHVFRQFSMGAVAIAIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPPQPQAYQLENPSRLILDFDK 70
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VQNKLGTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPASYAQPIKPK 154
NTDB id 87604 TOL5 RS19730 WP 121774349.1 VKQNISQASIPVASEEASTVDVAADDQRSRLTVNLKNSGAFTTRVEGNTFILKINNANQA............PSLPSYVSPTVNK 158
NTDB id 1009 ACIAD RS15175 WP 004923730.1 AGQKLAKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQST............ATPVATS...APA 140
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTS............NKPLPVV...S.A 139
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AQQGLKQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTS............NKPLPVV...S.A 139
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 PYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQSDRTSIT 239
NTDB id 87604 TOL5 RS19730 WP 121774349.1 ....QNQGIADIGFQRGNTGEGQVIVSLSGANTPVDVQQQGSKVVIRTLGNKIPTHLLRRLNVNDFATPVSSVDAYNEGSNGVIT 239
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ....PQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDGSNGVIS 221
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ....QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ....QPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDKGVGVIT 220
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQGNITLRLQN 324
NTDB id 87604 TOL5 RS19730 WP 121774349.1 IQSSGSYEYMAFQAENKLTVSLKRPAENK.VARPSSSQSYTGKKISLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKD 323
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IQSTGSYEYMAYQAENKLTISLKRPQDNV.RLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQGNITLHLKD 305
NTDB id 1052 ABD1 RS15850 WP 001017033.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKD 304
NTDB id 1039 H0N27 RS01460 WP 031993779.1 IQSSGSYEYMAYQAENKLTISLKRPQDKN.VTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQGNITLRLKD 304
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVTSDGGQEGK. 408
NTDB id 87604 TOL5 RS19730 WP 121774349.1 VPWDQALDIILKTKNLDKRRNGSVIWIAPVTELIKAEEDEAKALAQSVKLAPIQTEYIQLNYTKVADVLKLLEDSRNPKGAEANR 408
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGRNSGTSNSN. 389
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHT 389
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHT 389
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 .........................EGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLG 468
NTDB id 87604 TOL5 RS19730 WP 121774349.1 .............TTNTESLALESLLSLRGSAVADTRTNTLIINDTANNIDKIRKMIDLLDVSIKQVMVEARIVRATTDFTKEMG 480
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMG 466
NTDB id 1052 ABD1 RS15850 WP 001017033.1 SGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELG 474
NTDB id 1039 H0N27 RS01460 WP 031993779.1 SGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELG 474
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 VRWGGAYHKGNWS....GYGKDGN.IGIKDEDGMNCGPIAGSCTFPTTGTSKSPSPFVDLGAKDA.TSGIGIGFI.TDNIILDLQ 546
NTDB id 87604 TOL5 RS19730 WP 121774349.1 VKWGILSQGITKNNDLLVGGSDQTLWDLRTPD...DD.....GKYTI...TRPDNLNVDLGVTTTGASKIAFGLISMSDFMLDLE 554
NTDB id 1009 ACIAD RS15175 WP 004923730.1 VKWGILSQGINQNSNLLVGGSETTLWNLRNPD...SN.....GTYTI...ERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLE 540
NTDB id 1052 ABD1 RS15850 WP 001017033.1 VKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLE 552
NTDB id 1039 H0N27 RS01460 WP 031993779.1 VKWGILSQGITNNNNLLVGGSETTLWNLREPK...KDETTGGYKYTI...ERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLE 552
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VPYQETSATQSTSTNASGAGAAGASTTASTTSFKEDAALLSLDENVTPNQS ITPDNGRKVI ILQVMQEKVLKDNVIASTNSKDAS IPVDNASYGQ
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGA...TSTSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQ 628
NTDB id 87604 TOL5 RS19730 WP 121774349.1 LSALQSDGYGEVISTPKVMTADKQKAKVSSGQQIPYQTTQTAGGAATATTSFKDALLSLDVTPSITPDGKVQMQLNITSDSPAG. 638
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSINS. 624
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG. 636
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVAG. 636
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NTDB id 1193 PAKAF RS26665 WP 003161249.1 NMLNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIG 713
NTDB id 87604 TOL5 RS19730 WP 121774349.1 TAPNGEIILNKNEVNTNVLVDNGETVVLGGIFEQETKSSQTKVPFLGDIPYLGRLFRKDLKSDNKRELLIFVTPRIVNDSRTRNH 723
NTDB id 1009 ACIAD RS15175 WP 004923730.1 YAQNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH 721
NTDB id 1039 H0N27 RS01460 WP 031993779.1 AAPNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH 721
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