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NTDB id 87579 TOL5 RS01585 WP 221260636.1 MSSTVSVPIYQTIYRLGTLYSGYRLIIAFCLIIIFLITLENQPVHYEYPSLYFYSIATFTIIAALQMMLLKFYPHGVAQQFIGFF 85
NTDB id 1044 H0N27 RS16325 WP 206677389.1 MQFPLNSSLSHTIFRLGTWYGLYRLIIAVSLNIILVLTDAQTDNSLQQPALYSYTLLGYSLLSLVQLLCFKFIATQATRQLILFF 85
consensus ! ** ** *!!*!!!! ! !!!!!! *! !! **! * * * ! !! !** **** *!*** !! ** ! ! !!

logo IVDI IPCFLS ILLTVFASLVGNEGPNLAQI
LS ILLFYVIA I

VFTASANFI LLSAKNRKMASLFL ITLLVASVIA I
V IYQQRFLVGSLYFDFYNSNLNNTIGSNSALLAFLFFMVVHYG

NTDB id 87579 TOL5 RS01585 WP 221260636.1 IVDIPFLSILVFALNGPNLAISILFVIAVFTANFLLSKNKALFITLVSVIAIIYQQFLGSYFDFSNLNNISNSALLAFLFFMVYG 170
NTDB id 1044 H0N27 RS16325 WP 206677389.1 IVDIICLSLLTFSVGEPNLQLSLLYVIAIFTSAILLSARMSLLITLLAVIAVIYQRFVGSLFDYNNLNTIGNSALLAFLFFVVHG 170
consensus !!!!**!!*! ! * !!! *!*!*!!!*!! !!! ! !!!* !!!*!!! !*!! !!* !!! ! !!!!!!!!!!*!*!
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NTDB id 87579 TOL5 RS01585 WP 221260636.1 IGQIAINRFQVLESLNTYQSLELFKLQNINRYILEQIEVGYLVLDEKCKIIVSNPAACSLLGISPLYAHEQYHLSNFQPDLYEIL 255
NTDB id 1044 H0N27 RS16325 WP 206677389.1 IGQIAVQRFKLLEALTFHQSIELYQLQNINRYILEQIEEGYLVLDENYDIVVSNPAACSLLGIPPQFANEKYPLVKWHADLFEIL 255
consensus !!!!!**!! *!! ! *!!*!!* !!!!!!!!!!!!! !!!!!!! * !*!!!!!!!!!!!!*! *!*! ! ! ***!!*!!!

logo KDFAGDMF
L
K
R
D
EGDERF IQFESQRLQSASFYSTI

V
D
NIKRVQHKL ILVPHQQATLTLL IVLEQDAQKQINQKQAVQQLKLAALGQLSAS IAHE IRNPLAAIAVQANDELFLKL

NTDB id 87579 TOL5 RS01585 WP 221260636.1 KDAMFRDGERFQFESQQSSFTVDIRVQKLIVPHQALTLLVLEDAQKINQKVQQLKLAALGQLSASIAHEIRNPLAAIAQANDLFL 340
NTDB id 1044 H0N27 RS16325 WP 206677389.1 KFGDLKEGDRFIFESRLSAYSINIKVQHLLVPQQTLTLLILQDAQQINQQAQQLKLAALGQLSASIAHEIRNPLAAIVQANELLK 340
consensus ! * **!*!! !!! ! *** !*!!*!*!!*! !!!!*! !!! !!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!*!
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SQIDLVKPHLF ILDEDTLLELEHDLFSDAVKQHTKS IQLTEKI ESDASDSLKVFI LYFDDEKSQLRQVLM
NTDB id 87579 TOL5 RS01585 WP 221260636.1 MSDEQQQALLHQMITKQTVRINSIIKDTLDMAKNKKTHASQIDLPLFLEDLLLHDLSDAQTKIQTEIE.ADLVIYFDDSQLRQVL 424
NTDB id 1044 H0N27 RS16325 WP 206677389.1 DSDPEQQNTLRHMIGKQTKRIDSIVQDTLGLARSERTHPIQIDVKHFIDTLLEEDLFDVKHSIQLKISDSSLKFLFDEKQLRQVM 425
consensus !!* !! !**!! !!! !! !!* !!! *!* *!!* !!!***!** !! *!! ! * !! ! * ! !!* !!!!!*
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LSQLFKQPFFSTE INGTGLGLYLSHQSTFICEANHQAKL ITYVEQKQ
NTDB id 87579 TOL5 RS01585 WP 221260636.1 VNLLRNALRHNDQNAEYVLVKAFKNDAHICIDVIDYGKGVTKQDLSQLFQPFFSTEINGTGLGLYLSQTICEANQAKLIYVEQKQ 509
NTDB id 1044 H0N27 RS16325 WP 206677389.1 INLVRNALRHNAPDSPYITINIHSQTNKIYIDVIDYGEGVSKRDISQLFKPFFSTEINGTGLGLYLSHSFCEANHAKLTYVEQK. 509
consensus *!!*!!!!!!! * *!* * * * *!*!!!!!!! !!*! !*!!!! !!!!!!!!!!!!!!!!!** !!!!*!!! !!!!!*
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NTDB id 87579 TOL5 RS01585 WP 221260636.1 QGACFRIECPRMD 522
NTDB id 1044 H0N27 RS16325 WP 206677389.1 QGACFRIECPIIY 522
consensus !!!!!!!!!! *
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