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NTDB id 87530 LTWDN19 RS04835 WP 221276757.1 MSTQQLPTRDAVPEKLTWDLTTIFKNDAAFEVAFKKVKTQLPTLKTL.DRPFESADQLVATIKQILATFRQLEIIYVYAS 79
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ....MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYAS 76
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NTDB id 87530 LTWDN19 RS04835 WP 221276757.1 MKNDQDTANTTYQGYQAQVDSLAAEVSAAAAFLDPAILAIPIVQLTTWLSESPALAKYSHFIQTITDSRDHILSGQEEAL 159
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEEL 156
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NTDB id 87530 LTWDN19 RS04835 WP 221276757.1 FTRQTQDYVYGDYPIFVAEIASTTNENLLTEYLLQTQSDPKIQAYLLNYYLDGFKGTVFRQTQFAEFEHAMHAAAAANGQ 479
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTRQTQPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEAD.ASGQ 474
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