
logo

MTTQGVCPDCQRWQQLYPGEQFTNRALLTYNEPMQLQYFQRYKGQGDYQRLRHLLVFEQRDL IRETNRFPVKQPRNQTVATYI
VP I

VPSTDEPQTHLQQ
NTDB id 87523 LTWDN19 RS03735 WP 155275694.1 MTTQGVCPDCQRWQQLYPGEQFTNRALLTYNEPMQQYFQRYKGQGDYRLRHVFQRLIRENFPVQRQTAYIPVPTDPTHLQ 80
NTDB id 616 LCA RS09740 WP 148664867.1 .................................MQLYFQRYKGQGDYQLRLLFERDIRTRFPVKPNVTYVPIPSDEQHQQ 47
consensus *********************************!! !!!!!!!!!!! !!**! ! !! !!! ** !*!*!*!* ! !

logo

E
SRGFNPVQVGLFYEDTCFPLTPSLLKQKLRPTEKGQAQKNRAERLASTPQFFEKCLAIPQNQEMLLGPSYKPVQQS IL I ILLDDIYTTGRTLVWHAQQCL

NTDB id 87523 LTWDN19 RS03735 WP 155275694.1 SRGFNPVVGLYEDCFPLTPLLQKLPTEKGQAQKNRAERLATPQFFKCAQNMLLGSKVQQLILLDDIYTTGRTLWHAQQCL 160
NTDB id 616 LCA RS09740 WP 148664867.1 ERGFNPVQGLFETCFPLTSLLKKRPTEKGQAQKNRAERLASPQFFELIPQE.LPYKPQSIIILDDIYTTGRTVWHAQQCL 126
consensus !!!!!! !!*! !!!!!*!! ! !!!!!!!!!!!!!!!!*!!!! * ** *!* !*! *!*!!!!!!!!!!*!!!!!!!

logo RAKNRYPQQTALPTIHNAITLAVHR
NTDB id 87523 LTWDN19 RS03735 WP 155275694.1 RKRYQTLPIHAITLVH 176
NTDB id 616 LCA RS09740 WP 148664867.1 RANYPQATINAITLAR 142
consensus ! !* *!*!!!! *

X non conserved
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X ≥ 50% conserved


