
logo

MAS
M
M
R
A
M
S
G
L
I
VNRKVVI IL IVGRNLTGQNRDVPDELMVRTYTMS

PSNGADGEAVGCATNLFITS ILMVAVTNSREQTSFWRTNNDARKMANGTGDQEMQRKVRREEKLQRVATDEFWI
HNRCVITVI

L
M
F
W
F
Y
G
RRKSQLAENIVCFAASGNEQFYTLKRKGGSKLQVGYLIV

NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANG.D..READFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 87419 VK67 RS08290 WP 006248858.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWNDKNTGERRELTEWHRIVFYRRQAEVCGQYLRKGSKVYI 78
NTDB id 1471 ASU2 RS04565 WP 014991634.1 ..MAGINKVIIVGNLGNDPEMRTMPNGEAVANISVATSESWTDKNTGERREVTEWHRIVFYRRQAEVAGQYLRKGSQVYV 78
NTDB id 1447 BW25113 RS21080 WP 000168305.1 MASRGVNKVILVGNLGQDPEVRYMPNGGAVANITLATSESWRDKATGEMKEQTEWHRVVLFGKLAEVASEYLRKGSQVYI 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
consensus **!*!***!*!**!***!****!*!!*****!***** ********* *********** !!*******!!* !**

logo

D
EGKQRI

L
K
R
Q
S
TRNKYWETQNGDKQQDSNGI

Q
R
E
D
V
RTYSVATYTDEVIVVDNQGNYQVNAGGNDI

T
E
V
F
L
M
S
K
Q
L
MLEDGSGRAQSTNTEQSQSTNGENSGQDGAMRYFGQAEGPDGYAGDEGSNQEGQTNGFGIMSVW

G
N
G
Q
S
WNQQSGNVAGPQSAPQQQSTGNSGFWYTNGSQGSPGNQSYEQGSTAPDGYGNQARYDQAPAQGKQGNQTSAHNR

NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDN....FSLLESRTTTEQRQGDGASQNFNSNQSNGSQQSGFTSPQQTGNAP..... 144
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDI....VANEMKMLGGRNENSGGAP..YEE.............GYGQSQEAYQRPAQQSR 137
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDI....VANEMKMLGGRNENSGGAP..YDE.............GYGQSQEAYQRPAQQSR 137
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEI....QGDVLQMLDSRSSGGDF.G..GNQGSGWN.QAPAQ.TNYNQGGYSDNYA..QNN 147
NTDB id 87419 VK67 RS08290 WP 006248858.1 EGRLRTRKWQDQNGQDRYTTEI....QGDVLQMLDSRNSSNGY.E..GQQTVNQ.......................... 125
NTDB id 1471 ASU2 RS04565 WP 014991634.1 EGRLKTRKWQDQNGQDRYTTEI....QGDVLQMLGGRNQGGDF.G..GNQGGWGN.SAPAPQQSYNQGNSGYGYD..QTA 148
NTDB id 1447 BW25113 RS21080 WP 000168305.1 EGQLRTRKWTDQSGQDRYTTEVVVN.VGGTMQMLGGRQ.GGGA.P..AGGNIG....GGQPQGGWGQPQQP...Q..GGN 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGM.P..AQGGMN....VPAQQGSWGQPQQP...A..KQH 148
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NTDB id 624 LCA RS00040 WP 011373726.1 ..A.........ANNTQADPFANNGQAIDISDDDLPF 170
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFN....GGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 87419 VK67 RS08290 WP 006248858.1 ...............QQTPSAPPPIPPSDNFDDDIPF 147
NTDB id 1471 ASU2 RS04565 WP 014991634.1 SRP....AQQ...AAKQAAKPAQAEPPMDNFDDDIPF 178
NTDB id 1447 BW25113 RS21080 WP 000168305.1 QFS....GGAQSRPQQSAPAAPSNEPPM.DFDDDIPF 178
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPM....Q..QSAPQ.QYSQPQYNEPPM.DFDDDIPF 177
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