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NTDB id 87229 K6K02 RS16930 WP 014480703.1 MYRYINVYKYLSLVFIILSFIYVIYLSYSFAFNIFVGADVKINEQGKLEVTNVLDYTDEYYSCVKKGDIILEVNGEKGSDIQLKS 85
NTDB id 91 BSU 31690 NP 391047.2 ...MKNLIKKFTIAVIVLSILYISYTTYISMNGIIIGTKIHKNDKSQFMIEEISESSYGQFVGLRQGDIILKINKEKPSDKHLKW 82
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 GRLVNVESLIVERDNKSFHLQNVSLIS...EENLFMYLIPVISYSICLFCIFFIYRINKVRKSTSAYILILFLLFVSVAYVSACG 167
NTDB id 91 BSU 31690 NP 391047.2 GYLSHINSLDILRSGKKIHLKDFDLVTLNRPYSFFLFVLPLFFYFLSIICIFYILKVNKKRRSFAAYILILLLLDISIAYISAGG 167
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 ARRGEEISTYLLVLTLVSCPVLYIHFIYKYFIELGTKLFEKKILIIMYMLPLINLLLEDVLSNRLKSSAFLSNLNLISFFVLVLT 252
NTDB id 91 BSU 31690 NP 391047.2 PFRGHIINRYINLFTFISSPILYLQFIQRYLGEIGKTFLNRI..SFLYIIPIFNLGIEFFQDYLQVDIDFLATLNLVSFATLTLF 250
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 VSILIHKGIRKFKQKEQKSILKVLAYTNIFSFSPFIVFFAVPYVFFEKYVSPFS.LAAFTLVIPFSLVYQFMTNRLYNIDFVVGR 336
NTDB id 91 BSU 31690 NP 391047.2 SFSAIYLHLNKYKYAEHSFILKLLILTNTLSFAPFLIFFVLPIIFTGNYIFPALASASLLVLIPFGLVYQFVANKMFDIEFILGR 335
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 LKYYGFLAITPTIIVVTIFNYIQQPKDIFYLVKLTIAIYVLMFAVFYFKEIIDFRFKLKRFTEKFNYQDGIFKFTQLIKQASSVD 421
NTDB id 91 BSU 31690 NP 391047.2 MRYYALLAMIPTLLIVGALVLFDVMDIQMNPVRQTVFFFVVMFAVFYFKEVMDFKFRLKRFSEKFNYQDSIFKYTQLMRGVTSLQ 420
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 QVLNHFKNTILEVLNIDNACVYDNSKGEITLLSKNNFKDLTYKNHEQYVKNFSGDIGKIKEFKQGFIIKIGERGDRSFLVLCFSS 506
NTDB id 91 BSU 31690 NP 391047.2 QVFKELKNTILDVLLVSKAYTFEVTPDHKVIFLDKHEVGPDWNFYQEEFENVTSEIGKIIEVNQGFLMKVGERGGSSYVLLCLSN 505
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 YNTFKLTRDEIAWLQTLAFYTNVSLENVMKIEELMVHLEDLKQQESNPVWLKKLMYTIEEKQRSDLARDLHDSVLQDLISLKRQC 591
NTDB id 91 BSU 31690 NP 391047.2 INTPRLTRDEISWLKTLSFYTSVSMENVLHIEELMEHLKDLKQEGTNPIWLKKLMFAIEEKQRSGLARDLHDSVLQDLISLKRQC 590
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logo ELFLGDFKKDGDNPCREEVQDKLVQMNEQMSDVI SMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDL
NTDB id 87229 K6K02 RS16930 WP 014480703.1 ELFLGDFKKGDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDL 676
NTDB id 91 BSU 31690 NP 391047.2 ELFLGDFKKDDNPCREEVQDKLVQMNEQMSDVISMTRETCHELRPQLLYDLGLVKALSKLVAQQQERVPFHIRLNTGRFTASLDL 675
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logo DSQLNLYR I IQEFLSNAVKHSQATDVL IML I S IQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLR I ETSEGKG
NTDB id 87229 K6K02 RS16930 WP 014480703.1 DSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKG 761
NTDB id 91 BSU 31690 NP 391047.2 DSQLNLYRIIQEFLSNAVKHSQATDVLIMLISIQNKIVLHYEDDGVGFDQEKNTEHSMSMGLSGIKERVRALDGRLRIETSEGKG 760
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NTDB id 87229 K6K02 RS16930 WP 014480703.1 FKADIEIEL 770
NTDB id 91 BSU 31690 NP 391047.2 FKADIEIEL 769
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