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NTDB id 602 KW2 RS03060 WP 011834647.1 75
NTDB id 611 V4T04 RS07970 WP 003129593.1 75
NTDB id 330 STU RS11365 WP 002949732.1 72
NTDB id 298 STER RS01925 WP 002949732.1 72
NTDB id 282 KZH43 RS03215 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 246 SPD RS03495 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 244 SPR RS03300 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 242 SP RS03655 WP 000613477.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 445 SPYM3 RS01720 WP 002985850.1 MIPVVIEQTSRGERSYDIYSRLLKDRIIMLTGPVEDNMANS 72
NTDB id 376 SMU RS07595 WP 255262720.1 80
NTDB id 87148 BsBEST3145 RS18410 WP 003228214.1 QLLFLJA N 74
NTDB id 86 BSU 34540 NP 391334.1 QLLFLE N T4
NTDB id 1223 Cj0192c YP 002343650.1 N 73
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L B s | Ve |LL|_ é A SmyL LVVARS ALE | gé é
NTDB id 602 KW2 RS03060 WP 011834647.1 TIASSGIWKGKRFMLPNAEYMIHQPMGGEGINGTQQTDMA INAE[LLK TRISAL E[N 155
NTDB id 611 V4T04 RS07970 WP 003129593.1 IASSGIWKGKRFMLPNAEYIRIHQPMGGTGRGTQQTDMA INAE[LLKTRISIL E[R 155
NTDB id 330 STU RS11365 WP 002949732.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRIWLE[N 152
NTDB id 298 STER RS01925 WP 002949732.1 TASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRNIWL E[® 152
NTDB id 282 KZH43 RS03215 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTR)EY 152
NTDB id 246 SPD RS03495 WP 000613477.1 TASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMATAAEHLLKTRIEN 152
NTDB id 244 SPR RS03300 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTRNY 152
NTDB id 242 SP RS03655 WP 000613477.1 IASSGINKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLK TR 152
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 IASSGIWKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTR)sh 152
NTDB id 445 SPYM3 RS01720 WP 002985850.1 IASSGIWNKGKRFMLPNAEYMIHQPMGGTGGGTQQTDMAIAAEHLLKTR);8: 152
NTDB id 376 SMU RS07595 WP 255262720.1 IASSGKGKRFMLPNAEY.IHQPMGGTGGGTQQ DMAIAAE@LLKTR 160
NTDB id 87148 BsBEST3145 RS18410 WP 003228214.1 152
NTDB id 86 BSU 34540 NP 391334.1 152
NTDB id 1223 Cj0192c YP 002343650.1 .. 151
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NTDB id 602 KW2 RS03060 WP 011834647.1 EMIH DAERDEBIWMBAINETLEYGFIDEIMIRNNE 199
NTDB id 611 V4T04 RS07970 WP 003129593.1 ENIH DAERDBIWMBAISNETLEYGFIDEIMIRANNS 199
NTDB id 330 STU RS11365 WP 002949732.1 HYDAERDNWMSARETLEYGF IDEIM§§N N[8| 196
NTDB id 298 STER RS01925 WP 002949732.1 HWUDAERDNWMSAMNETLEYGFIDEIMyN NN 196
NTDB id 282 KZH43 RS03215 WP 000613477.1 HE\DAERDNWMSAWETLEYGFIDEIMEINNS 196
NTDB id 246 SPD RS03495 WP 000613477.1 HIXDAERDNWMSAMNETLEYGFIDEIMEINNS 196
NTDB id 244 SPR RS03300 WP 000613477.1 HI\DAERDNWMSAWNETLEYGFIDEIMEINNS 196
NTDB id 242 SP RS03655 WP 000613477.1 HI\DAERDNWMSARNETLEYGFIDEIMENNS 196
NTDB id 446 SpyM6JRS4 RS01695 WP 002985850.1 DAERDMWMSAIRETLINYGF IDE I MjaN N) 196
NTDB id 445 SPYM3 RS01720 WP 002985850.1 DAERDMWMSAIRETLEAYYGF IDE I MISN NjX 196
NTDB id 376 SMU RS07595 WP 255262720.1 DAERD}¢ WME]AETL YGFIDEIM2NNJX 204
NTDB id 87148 BsBEST3145 RS18410 WP 003228214.1 Dy RDN EALKLTHTED K 197
NTDB id 86 BSU 34540 NP 391334.1 DIy RDN IMSAIREILEYGIRIDINT|MN:ENN]KI| 197
NTDB id 1223 Cj0192c YP 002343650.1 194
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