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NTDB id 87080 BsBEST3145 RS00580 WP 004399687.1 80
NTDB id 125 BSU 00870 NP 387968.1 80
NTDB id 279 KZH43 RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMKTKPMKLAEVTSINVNRTKTEMEEF 7
NTDB id 238 SPD RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMMKTKPMKLAEVTSINVNRTKTEMEEF 7
NTDB id 204 SPR RS00140 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMMKTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 169 SP RS00155 WP 074017595.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERMMKTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 509 SM12261 RS00130 WP 078228442.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGERRKTKPMKLAEVTSINVNRTKTEMEEF 77
NTDB id 537 SMSK321 RS07120 WP 080550752.1 MAKKKATFVCQNCGYNSPKYLGRCPNCGSWSSFVEEVEVAEVKNARVSLTGEMSRMKTKPMKLAEVTSINVNRTKTEMEEF| 77
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NTDB id 87080 BsBEST3145 RS00580 WP 004399687.1 |WARHeleleAAYK(EIRAMNeIen)IeanelecunnHRRAESIA(RIRSIGS S NSNARY SGEESQKLRA RLGESY jgsim:| 8- ET 'M: M N 160

NTDB id 125 BSU 00870 NP 387968.1 NRVLGGGVVIAGSLVLIGGDPGIGKSTLLLQVSRQL S[EEE 160
NTDB id 279 KZH43 RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQSVR 156
NTDB id 238 SPD RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVNMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS VRIEEERS:
NTDB id 204 SPR RS00140 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS VRIEEEERSS
NTDB id 169 SP RS00155 WP 074017595.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS VRN
NTDB id 509 SM12261 RS00130 WP 078228442.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEMGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS VRIEEERS:
NTDB id 537 SMSK321 RS07120 WP 080550752.1 NRVLGGGVVPGSLVLIGGDPGIGKSTLLLQVSTQLSQVEGTVLYVSGEESAQQIKLRAERLGDIDSEFYLYAETNMQS VRN
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NTDB id 87080 BsBEST3145 RS00580 WP 004399687.1 DSIQT b I BINICGSVSQVREMTAELMY AKTEQYIIYIFIVGHVTKEG AGPRIMLEHMVDTVLY FL]
NTDB id 125 BSU 00870 NP 387968.1 Q AKTIQEIIYIFIVGHVTKEG AGPRIMLEHMVDTVLYF L)
NTDB id 279 KZH43 RS00140 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFjXLE
NTDB id 238 SPD RS00140 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFEPEL
NTDB id 204 SPR RS00140 WP 074017595.1 AEVERIQPDFLIIDSIQTIMSPEISGVQGSVSQVREVTAELMQLAKTNNIAIFIVGHVTKEGTLAGPRMLEHMVDTVLYFjEPXLE
NTDB id 169 SP RS00155 WP 074017595.1 236
NTDB id 509 SM12261 RS00130 WP 078228442.1 236
NTDB id 537 SMSK321 RS07120 WP 080550752.1 236
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NTDB id 87080 BsBEST3145 RS00580 WP 004399687.1 [HOFEENIIIRINGITIEEITANCEIFAVR E EC TNV EENINFF S ACE ACEEE T ABTCEv a7 Vi 320
NTDB id 125 BSU 00870 NP 387968.1 EGERHHTFRILRAVKNRFGSTNE GIFEMANAGLWEVLNPS FLEERFJAG IGSSIWW MEGTRPILWME QAL 320
NTDB id 279 KZH43 RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF IS
NTDB id 238 SPD RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF KIS
NTDB id 204 SPR RS00140 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF IS
NTDB id 169 SP RS00155 WP 074017595.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTP TMF KIS
NTDB id 509 SM12261 RS00130 WP 078228442.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF KIS
NTDB id 537 SMSK321 RS07120 WP 080550752.1 EGERHHTFRILRAVKNRFGSTNEIGIFEMQSGGLVEVLNPSQVFLEERLDGATGSSIVVTMEGTRPILAEVQALVTPTMF IS
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GNAKRTTTGLDFNRASLIMAVLEKRAGLLLQONQDAYLKSAGGVKLDEPAIDLAVAVAIASSYKDKPTNPQECFVGELGLT,
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