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LFYDEDAKKAAAKLLDITLTARGQSAGQTAS IPMACGIPFHSALEGYLAKRLV
NTDB id 86923 N805 RS16475 WP 026034550.1 ....MSDLSAHTPMMQQYWKLKNQHPDQLMFYRMGDFYEIFYEDAKKAAKLLDITLTARGQSAGQSIPMCGIPFHSLEGYLAKLV 81
NTDB id 1201 CAH03854.1 414..2993( ) MTKPNADLSAHTPMMQQYWRLKREHPDQLMFYRMGDFYELFYDDAKKAAALLDITLTARGQSAGTAIPMAGIPFHSAEGYLARLV 85
consensus **** !!!!!!!!!!!!!*!! !!!!!!!!!!!!!!!*!!*!!!!!! !!!!!!!!!!!!!! !!!*!!!!!! !!!!!*!!

logo KLGESVVICEQIGDPAATSKGPVERQVVR I ITPGTVSDEALLDERRDNL ILAALVLVGDERLFGLASVLDIATSGNRFSVQE I
LKGWENTLLAE

NTDB id 86923 N805 RS16475 WP 026034550.1 KLGESVVICEQIGDPATSKGPVERQVVRIITPGTVSDEALLDERRDNLIAALLGDERLFGLAVLDITSGNFSVQEIKGWENLLAE 166
NTDB id 1201 CAH03854.1 414..2993( ) KLGESVVICEQIGDPAASKGPVERQVVRIITPGTVSDEALLDERRDNLLAAVVGDERLFGLSVLDIASGRFSVQELKGWETLLAE 170
consensus !!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!!! !!!! !! !!!!!*!!!! !!!!

logo LERLNSPAVELL IPDDWPQRDGLPALEKRPRGAVRRRAPWDFDRDSAFRKASLCQQFASTKQDLKGFGCDEKNLTLAIGAAGCLLATYAKETQRTALPH
NTDB id 86923 N805 RS16475 WP 026034550.1 LERLNPVELLIPDDWPRDLPAEKRPGARRRAPWDFDRDSARKALCQQFATKDLKGFGCDKLTLAIGAAGCLLTYAKETQRTALPH 251
NTDB id 1201 CAH03854.1 414..2993( ) LERLSPAELLIPDDWPQGLPLEKRRGVRRRAPWDFDRDSAFKSLCQQFSTQDLKGFGCENLTLAIGAAGCLLAYAKETQRTALPH 255
consensus !!!! ! !!!!!!!!! !! !!!*! !!!!!!!!!!!!! ! !!!!! ! !!!!!!!* !!!!!!!!!!!! !!!!!!!!!!!!

logo LRSLRHERLADDTVI LDGASRRNLELDVNLASGGRDNTLQSVMVDRCQTAMAGSRLLSTRWLNRPLRDNLREKI
VLEQARQDS IRTCLLDEHSYRFEKQ

NTDB id 86923 N805 RS16475 WP 026034550.1 LRSLRHERLDDTVILDGASRRNLELDVNLAGGRDNTLQSVVDRCQTAMASRLLSRWLNRPLRDLKVLQARQDSIRCLLDSYRFEK 336
NTDB id 1201 CAH03854.1 414..2993( ) LRSLRHERLADTVILDGASRRNLELDVNLSGGRDNTLQSVMDRCQTAMGSRLLTRWLNRPLRNREILEARQDSITCLLEHYRFEQ 340
consensus !!!!!!!!! !!!!!!!!!!!!!!!!!!! !!!!!!!!!!*!!!!!!!*!!!!*!!!!!!!! *! !!!!!! !!!**!!!!
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NTDB id 86923 N805 RS16475 WP 026034550.1 LQPQLKEIGDIERILARIGLRNARPRDLARLRDALGALPELQNAMTELEAPHLARLAAITGTYPELASLLERAIIDNPPAVIRDG 421
NTDB id 1201 CAH03854.1 414..2993( ) LQPQLKDIGDLERILARIGLRNARPRDLARLRDALAALPQLQAGMQDLVAPHLLELATSISTYPELAELLARAIIDNPPAVIRDG 425
consensus !!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!*!!! !! *! *! !!!! !! !!!!!! !! !!!!!!!!!!!!!!

logo GVLKTGYDNPELDELLQAS ILSENAGQFYL IMDLEATREKARTGLANLKVGYNRVHGYF I ELPSTKQAEQSAPAGDYIRRQTLKGAERF ITPELK
NTDB id 86923 N805 RS16475 WP 026034550.1 GVLKTGYDNELDELLAISENAGQFLIDLEAREKARTGLANLKVGYNRVHGYFIELPTKQAEQAPGDYIRRQTLKGAERFITPELK 506
NTDB id 1201 CAH03854.1 414..2993( ) GVLKTGYDPELDELQSLSENAGQYLMDLETREKARTGLANLKVGYNRVHGYFIELPSKQAESAPADYIRRQTLKGAERFITPELK 510
consensus !!!!!!!!*!!!!! *!!!!!!*!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! !!*!!!!!!!!!!!!!!!!!!!!

logo

E
VFEDKALSAKSRALAREKLMLYDETLLEMTL IGSHLAPLQDESAAALAELDMVLSNLAERALNTLDLNCRPRF IVDEEQPCLMRI EQGRHPVVEQVL

NTDB id 86923 N805 RS16475 WP 026034550.1 VFEDKALSAKSRALAREKMLYDTLLETLISHLAPLQDSAAALAELDVLSNLAERALTLDLNCPRFIDEPCLRIEQGRHPVVEQVL 591
NTDB id 1201 CAH03854.1 414..2993( ) EFEDKALSAKSRALAREKLLYDELLEMLIGHLAPLQESAAALAELDMLSNLAERALNLDLNRPRFVEQPCMRIEQGRHPVVEQVL 595
consensus !!!!!!!!!!!!!!!!!*!!! !!! !! !!!!!!*!!!!!!!!!*!!!!!!!!! !!!!*!!!** !!*!!!!!!!!!!!!!!



logo

E
TTPFVANDLGLDDNASTRML IV ITGPNMGGKSTYMRQTAL IVLLAHQIGSFVPAAASCELSLVDR I FTR IGSSDDLAGGRSTFMVEMSET

NTDB id 86923 N805 RS16475 WP 026034550.1 TTPFVANDLGLDNSTRMLIITGPNMGGKSTYMRQTALIVLLAHIGSFVPAASCELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 676
NTDB id 1201 CAH03854.1 414..2993( ) ETPFVANDLGLDDATRMLVITGPNMGGKSTYMRQTALIVLLAQIGSFVPAAACELSLVDRIFTRIGSSDDLAGGRSTFMVEMSET 680
consensus !!!!!!!!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo ANI LHNASTDRSLVLMDEVGRGTSTFDGLSLAWAAAEHRLAKQLRAFYTLFATHYFELTVLPESEPLVVANVHLNSATEHNER IVFLHHVL
NTDB id 86923 N805 RS16475 WP 026034550.1 ANILHNATDRSLVLMDEVGRGTSTFDGLSLAWAAAERLAQLRAYTLFATHYFELTVLPESEPLVANVHLNATEHNERIVFLHHVL 761
NTDB id 1201 CAH03854.1 414..2993( ) ANILHNASDRSLVLMDEVGRGTSTFDGLSLAWAAAEHLAKLRAFTLFATHYFELTVLPESEPVVANVHLSATEHNERIVFLHHVL 765
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!*!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!!!!!!!!!!
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NTDB id 86923 N805 RS16475 WP 026034550.1 PGPASQSYGLAVAQLAGVPGAVIQRAREHLARLETTSLPHEQVPTEKARDVPQVPHQSDLFASLPHPAIEKLGKLQLDDMTPRQA 846
NTDB id 1201 CAH03854.1 414..2993( ) PGPASQSYGLAVAQLAGVPGEVIQRARDHLSRLETTSLSHEAPRIT..PGQPAPPMQSDMFASLPHPVLEELGRINPDDVTPRQA 848
consensus !!!!!!!!!!!!!!!!!!!! !!!!!!*!! !!!!!!!*!! ** *** ! *!*!!!*!!!!!!! *! !!****!!*!!!!!
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NTDB id 86923 N805 RS16475 WP 026034550.1 IEMLYQLKNLL. 857
NTDB id 1201 CAH03854.1 414..2993( ) LELLYSLKTRI* 859
consensus *!*!! !! *
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