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NTDB id 1103 NMB RS07590 WP 002212976.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSRKY 85
NTDB id 1131 NGFG RS05740 WP 003695064.1 MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRNGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYLEGRIQSRKY 85
NTDB id 86714 NGH78 RS00775 WP 109208100.1 .MLNRVILIGRLTRDPELRYTASGVAMTTFSLAVDRNYVNQQGER..GTDFIRITVWRKLAEVCANHLGKGRLVAIEGRLQTRSY 82
NTDB id 624 LCA RS00040 WP 011373726.1 .MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDR..EADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTRNY 82
NTDB id 113 BSU 40900 NP 391970.1 .MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGER..EADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTRNY 82
NTDB id 112 BSU 36310 NP 391512.2 .MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNASGEI..EADYVNCTLWRKTAENTALYCQKGSLVGVSGRIQTRSY 82
consensus **!*!*!*!!!**!***!!* ! !* ***!* *** * *!** **** ***!* !! *****!! !****!!*!*! !
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NTDB id 1103 NMB RS07590 WP 002212976.1 QGKDGIERTAYDIVANEMKMLGGRNENSGG.................APYEEGYGQSQEAYQRPAQQSRQPASDAPSHPQEAPAA 153
NTDB id 1131 NGFG RS05740 WP 003695064.1 QGKDGIERTAYDIVANEMKMLGGRNENSGG.................APYDEGYGQSQEAYQRPAQQSRQPAPDAPSHPQEAPAA 153
NTDB id 86714 NGH78 RS00775 WP 109208100.1 ETPEGQKRTVTDVVADDVRFLDWPKEGRGPASG..TLS.......GAGPV.TGSGMEV.............SGGG.......... 134
NTDB id 624 LCA RS00040 WP 011373726.1 ENQQGQRVYVTEVVVDNFSLLESRTTTE.QRQGDGASQNFNSNQSNGSQ........QSGFTSPQQTGNAPAANNT......... 149
NTDB id 113 BSU 40900 NP 391970.1 ENQQGQRVFVTEVQAESVQFLEPKNGGG.SGSG.....GYNEGNSGGGQY.FGGGQNDNPFGGNQNNQRRNQGNSF......... 151
NTDB id 112 BSU 36310 NP 391512.2 ENEEGVNVYVTEVLADTVRFMDPKPREK.AAD..................................................... 113
consensus * *! ******* ** ** * * * * * *
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NTDB id 1103 NMB RS07590 WP 002212976.1 PRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 PRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 86714 NGH78 RS00775 WP 109208100.1 .FNQDFSDIGTEVDMGDDDLPF 155
NTDB id 624 LCA RS00040 WP 011373726.1 .QADPFANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 .NDDPFANDGKPIDISDDDLPF 172
NTDB id 112 BSU 36310 NP 391512.2 ...................... 113
consensus * * ** ******

X non conserved

X similar

X ≥ 50% conserved


