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NTDB id 1169 A1552VC RS11075 WP 000648511.1 | 383
NTDB id 1402 DSB67 RS12670 WP 010643257.1 N 382
NTDB id 1113 AAA85695.1 219..1451( ) N QMEBJIGEESGSILD MLNKEAX 385
NTDB id 1112 NGFG RS09215 WP 003689811.1 N QMEBJIGEESGSJLD MLNKEAX 385
NTDB id 1252 GC085 RS07730 WP 011213805.1 WY A KINT D KR E VG@QMAMT FPNM QMVI\IGEESGEIL MLKVA YEIXEV NAVD 382
NTDB id 86670 K5621 RS02020 WP 221050286.1 N YIAMA IBY REy VNENG QMIAYAMRINTIY FPJM QMVNIIGEESGSLDNMLNK ARRRY EMN 397
NTDB id 1198 PSJM300 03950 AFN76868.1 QMpNI GEESGEALD MLKVA YEEVDNVD 381
NTDB id 1016 ACIAD RS01680 WP 004920476.1 QMVINIGEESGIALD ML KVAN YEEVDAVD 384
NTDB id 1059 ABD1 RS01610 WP 000279215.1 384
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consensus

X non conserved
B similar
>50% conserved



