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NTDB id 1169 A1552VC RS11075 WP 000648511.1 383
NTDB id 1402 DSB67 RS12670 WP 010643257.1 382
NTDB id 1113 AAA85695.1 219..1451( ) QMBBIIGEESGSJLD MLNKEVA)X 385
NTDB id 1112 NGFG RS09215 WP 003689811.1 QMEBSJIGEESGSLD MLNKEVA)X 385
NTDB id 1252 GC085 RS07730 WP 011213805.1 YINRSAPDNT RIY - VESNGQMIIA MY TIS FPRM  QMVINIGEESGIL FIMLEKVAN YEREV NAVD 382
NTDB id 86658 K5631 RS12560 WP 208170502.1 N YIRASA WY REN VIUNAG QMIAMAMRENTIY FPBIM  QMVEIIGEESGELDNMLNKVARRYY Ejl 396
NTDB id 1198 PSJM300 03950 AFN76868.1 QMIPAIGEESGILD MLEJKVAW YEWEVDNVD 381
NTDB id 1016 ACIAD RS016380 WP 004920476.1 QMVINIGEESGIALD ML KVAN YEEVDAVD 384
NTDB id 1059 ABD1 RS01610 WP 000279215.1 384
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 408
NTDB id 1402 DSB67 RS12670 WP 010643257.1 IJLG  VGGLVEAMYLPIFNLUSV 407
NTDB id 1113 AAA85695.1 219..1451( ) GL VAMYLP FNLGVV 410
NTDB id 1112 NGFG RS09215 WP 003689811.1 GL VAMYLP FNLGN . 410
NTDB id 1252 GC085 RS07730 WP 011213805.1 VGGLVVAMYLPIFLGSV 406
NTDB id 86658 K5631 RS12560 WP 208170502.1 VGGL V MYLPIFNLGVV 421
NTDB id 1198 PSJM300 03950 AFN76868.1 VGGL AMYLPIF 405
NTDB id 1016 ACIAD RS01680 WP 004920476.1 VGGLV AMYLPIF 408
NTDB id 1059 ABD1 RS01610 WP 000279215.1 VGGLV AMYLPIF 408
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