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NTDB id 1169 A1552VC RS11075 WP 000648511.1 ................. MKATQTLPEBKNMR
NTDB id 1402 DSB67 RS12670 WP 010643257.1 . ..... ... ... MKTIMPQEKNMR Q
NTDB id 1113 AAA85695.1 219..1451(C ) ......... MAKNGGF. . .SLFINKKEKRIFIENERHS A SDIYLMN[@2M SINFREEIVK KIHAMRENRPLOMTRVETS . . . . . S
NTDB id 1112 NGFG RS09215 WP 003689811.1  ......... MAKNGGF. . SLFKKEKRI ..... S
NTDB id 1252 GC085 RS07730 WP 011213805.1  ......... ... ...... MDKN LTH
NTDB id 86622 K5627 RS02250 WP 221059354.1 MATATATAPAKSNKAKNKGAKAQPK HTIT ..
NTDB id 1198 PSJM300 03950 AFN76868.1 ... .. ... ... MAQKRIXNSVIT, LA
NTDB id 1016 ACIAD RS01680 WP 004920476.1 ... .... ... MAAKKTQVMP VI3A
NTDB id 1059 ABD1 RS01610 WP 000279215.1 .. ....... ... ..... MAVKKQM PTIgA
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 IRITRQLATM
NTDB id 1402 DSB67 RS12670 WP 010643257.1 FTRQ ATM
NTDB id 1113 AAA85695.1 219..1451( ) FTRQL TM
NTDB id 1112 NGFG RS09215 WP 003689811.1 FTRQL TM
NTDB id 1252 GC085 RS07730 WP 011213805.1 F RQLATM
NTDB id 86622 K5627 RS02250 WP 221059354.1 TRQ ATM
NTDB id 1198 PSJM300 03950 AFN76868.1 FTRQ ATM
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FTRQLATM
NTDB id 1059 ABD1 RS01610 WP 000279215.1 FTRQLATM
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 Q H
NTDB id 1402 DSB67 RS12670 WP 010643257.1 A
NTDB id 1113 AAA85695.1 219..1451( ) D
NTDB id 1112 NGFG RS09215 WP 003689811.1 D
NTDB id 1252 GC085 RS07730 WP 011213805.1 E
NTDB id 86622 K5627 RS02250 WP 221059354.1 R
NTDB id 1198 PSJM300 03950 AFN76868.1 FFGAELPAFT. V [GRS)D
NTDB id 1016 ACIAD RS01680 WP 004920476.1 FISIFGA LPAFTQ V RMSH
NTDB id 1059 ABD1 RS01610 WP 000279215.1 Q ARYKEKSEIRLKRKIKKA JYPIWYV FFGA LPAFTQ V RMS|S
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NTDB id 1169 A1552VC RS11075 WP 000648511.1 LKAL.KNFQILKTS ELKIJP I
NTDB id 1402 DSB67 RS12670 WP 010643257.1 PI GE LBKARIA FRRTLAT F AG P
NTDB id 1113 AAA85695.1 219..1451( ) F RT FAAGVPL
NTDB id 1112 NGFG RS09215 WP 003689811.1 F RTINATIRFAAGVPL
NTDB id 1252 GC085 RS07730 WP 011213805.1 RTL WMTFAAG PL
NTDB id 86622 K5627 RS02250 WP 221059354.1 RTLATTFAAGVPL
NTDB id 1198 PSJM300 03950 AFN76868.1 RTL TTFAAGVPL
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1
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1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GCO85 RS07730 WP 011213805.1
86622 K5627 RS02250 WP 221059354.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
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1169 A1552VC RS11075 WP 000648511.1
1402 DSB67 RS12670 WP 010643257.1
1113 AAA85695.1 219..1451( )

1112 NGFG RS09215 WP 003689811.1
1252 GC085 RS07730 WP 011213805.1
86622 K5627 RS02250 WP 221059354.1
1198 PSJM300 03950 AFN76868.1

1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1
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