logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

AKKE KK&EELEKﬁE?%

600 KW2 RS01765 WP 011675413.1 MATKKK...TNFDDITKKYGA
269 KZH43 RS08665 WP 001085462.1 .MAKKP .. .KKLEEISKKFGA
228 SPD RS09265 WP 001085462.1 .MAKKP...KKLEEISKKFGA
194 SPR RS08825 WP 001085462.1 .MAKKP .. .KKLEEISKKFGA
159 SP RS09750 WP 001085462.1 .MAKKP...KKLEEISKKFGA
527 SMSK321 RS11065 WP 001085454 .1 .MAKKP...KKLDEISKKFGA

499 SM12261 RS08315 WP 078228268.1 .MAKKP. .
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1
115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1 .
86609 K5632 RS14545 WP 025011663.1  ................
1165 A1552VC RS01565 WP 000344154.1 ..................
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1
1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

.KKLDEISKKFGA
. .KKNEEITKKFGD
.KKTEEITKKFGD

gkl ondlo

DKALEWALISRIEKDE GKG

MRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG
IMRLG

MRLG

MRLG
IM LG

ﬁK‘@F KN;LBLDE% sege|eW

NN I DD HHDDIDI >

>

NN nnnn nkln B NN N NN N NN N

r

S

* 1 1%

ol

LD
LD

T
E

RN

UllY
0y
A

ALGMGG)P
ALGIGGMP

gl

T | ok

Y
|




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
86609 K5632 RS14545 WP 025011663.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

d

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT

EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EI GPESSGKTT
EI GPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
EIYGPESSGKTT
Pk DL DD DD

L0 ATt LR o e L)

ANOKEGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPRY AINALGVN
ANNQKRGGINAF IDAEHALDPRY AINALGVN
ANNGKEGCINAF IDAEHALDPRY AINALG VN
ANNGKEGGINAF IDAEHALDPRY AINALGVN
ANOKIHGGINAF IDAEHALDPRY AINALGVN
ANNGKRGGINAF IDAEHALDPIY AFNLGVN
ANQKNGGINAF IDAEHALDPRY AINALGVN
ARUOFNGGNAF IDAEHALDPYY AMALGVN
ARYQKNGGA IDAEA DPESY ApNLGVN

AivaBS AVDLVV

SQPD
SQPD
SQPD
SQPD
SQPD
SQPD
QPD
SQPD
ELL SQPD
D LL SQPD

ANENQKEAGGINMAF IDAEHALDPWY ARSNLGVNQSDELL SQPDWGEQALEIM

AIMSOKENGGUAMAF IDAEHALDAASY AJSQYL GV NgYD Ll SQPD
AIMEOKINGGUAMAF IDAEHALD\IY AJQHL.GV gy
AINMQOKINGGUIMAF IDAEHALDE:I Y AISHL.GV Y

AIINQKYYGGIWNAF ID AEHARGDIgNEY ABSLG N

AN KETFENEAF TDAEHALDPYY AL GVNIDELL SQPD

VGAF DAEHARIDPYY ARINL G VS
VOAF DAEHARDPYY ARISL G V]S
VGAF DAEHARIDPNY ARINL G VY

ISAF IDAEHALDJRYY AL GVIY [§

INSAFIDAEHALDPNYAIASLGV
INSAFIDAEHALDP[NYAIRASLGV

IIGEQALEIN
SQPD GEQALEIM
L SQPD GEQALEIM

EL SQPDWGEQALEIA

NGEQALEIS
ELF{ SQPD GEQALEI®
EL)M SQPD GEQALEI
ELM SQPD GEQALEI®

LL SQPD GEQALEIM
DYLLESQPD GEQALEI®
DELL SQPD GEQALEI®
DELL SQPD GEQALEI®
D LL SQPD GEQALEIp
DYLL SQPDEGEQALEIN
DNLL SQPDNGEQALEIN

P e R N N e e I R I ety oy R o N LT

156
155
155
155
155
155
155
155
155
140
142
154
141
143
143
150
158
142
142
142
150
143
141
141
141
141
141



NG

50, A L0 Sl ol UV ECETT A

NTDB id 600 KW2 RS01765 WP 011675413.1 DSVAALWMPKAEI G MGDSHJVGLQAR ISTIPAIEINQ . 235
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 228 SPD RS09265 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 194 SPR RS08825 WP 001085462.1 GDHGDSHVGLQAR K 234
NTDB id 159 SP RS09750 WP 001085462.1 GDEGDSHVGLQAR K 234
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR K 234
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDHMGDSHVGLQAR K 234
NTDB id 453 Spy49 1753c ACI62003.1 GDIGDSHVGLQAR K 234
NTDB id 408 SMU RS09530 WP 002262392.1 GDHGDSHVGLQAR K 234
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 219
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 221
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G 233
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 223
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 223
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 229
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 237
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 221
NTDB id 1123 0K783 RS03845 WP 003688695.1 VDSVAALWYPKAEI GDMGDSHVGLQAR . 221
NTDB id 1427 RS RS02760 WP 011000510.1 DSVAALJPKAEI G MGD [BJGLQAR . 229
NTDB id 86609 K5632 RS14545 WP 025011663.1 VDSVAALWPKAEI G QIGDSH GLHAR . 222
NTDB id 1165 A1552VC RS01565 WP 000344154.1 \AKSAWVNRT|@:NonsEHeinUIeanIsys MeINnp.y:} . 220
NTDB id 1142 GTF74 RS11550 WP 000344154.1 G MGDSH GLQAR . 220
NTDB id 1205 PSJM300 05545 AFN77183.1 G MGD HVGLQAR . 220
NTDB id 1022 ACIAD RS06390 WP 004925639.1 G MGDSH GLQAR . 220
NTDB id 1074 ABD1 RS10195 WP 000344167.1 G MGDSH GLQAR . 220

consensus FULUTET Tt Uk sk Dl Dbk d bk b b d Lok % ko k% - LDUERl Db L L Thkl LD TE1TLexl



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
86609 K5632 RS14545 WP 025011663.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

ARt TNV s Y 15 Elams i A i

RGSTKIEEGS.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMGNTQIKGTG.
IMIGNTQIKGTG.
IMGSTQIKGTG.
IMGSTQIKGTG.
IMGTTQIKGTG.
IMGNTQIKGTG.

=vl=cl=ci=-ci=c = v ]~ v = li-c-c i =- = = v lt=cly=ch=c = - =~]

CG....VV.
TG....SI
TG....SI
TG....SI
IG....SI
TG....AI
TG....AI

AT

. AV

.QV

KDG
.KKG
.KKG
.KKG
.KKG
.KEG
.KEG
.KEG
.KEG
.KEG
.KEG

SLSDTGKIKDKSGEV

EI
EV
EV
EV
EV
EV
EV

A
A

*

KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KEVKNKVARPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KVVKNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KV KNKVAPPF
KVVKNKVAPPF
KVVKNK ARPF
KVVKNK AMPF
KVVKNK APPF
KVVKNKVAPPF
KVVKNK APPF
KVVKNK APPF

RN RN

IM GEGISSTGEL
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IMYGEGIS
IfYGEGIS
IMYGEGIS

N
K
K
K
K
K
K
K
K
D
D
G

GEG S |3GEL
IM GEGIS RGE
IM GEGIS [3GE
IMYGEG S JJGE
IMYGEGIS WWEL
IIMYGEGIS|JGEL
IIMYGEGIS|JAGEL
IMYGEGIS|MGEL
IIMYGRG S IGE

i IvIvAsIsIvisITE>]

EE R N * %k

[CAwAw]
< <<

314
313
313
313
313
313
313
313
313
294
296
309
296
298
298
309
312
296
296
296
304
297
295
295
295
295
295



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

consensus

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

il Q oY KENCE ) eoF o R

LVLLF?QEEVAE 3¢E (\KDE ry EE,\EE‘EE’\

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1

LEESEEESAMAVASE. ...... E....

DNNGVVQQQAEETQEEL.EFE.E. . ..

zox:uxxxxxxz

1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPBAAEA. ... ..
1245 Cj1673c YP 002345041.1 [CEERIGRES\SHE A BSKIAWINIABISITKABQNSMEREGM . . . . . ISGSED. .BEGEE. ... ..
1214 NCTC11637 00359 SQJ03206.1 jCEElA[eIS\VNEA LIRKISBK ARABVRITLKERESTESNEE . . . . . IMPLPD. .BPLEEME. . ..
1211 C694 RS00795 WP 000963128.1 = |CEERICGRES\VNEALIFKIABK ARABISNITLKIRESI[ESNEE. . . . . IMPLPD. .BPLEEME. . ..
1334 RAOC RS04870 WP 004918236.1 = |GEENCRBTVEELBKEWSNABRMEAKIBIEKLQAK . . . . ... ...
1389 A4U84 RSO07560 WP 021112712.1  FeNENENNPIVKERAKIANSNIABKEE()EWIANTLESNPN . . . . . SVLKATASPSNDESDVEEF. . ..
1130 NGFG RS03960 WP 003688695.1 [GNeln[e3Gh\| VR VEBNKIHWANISEVNAKIBIALNEMEMH . . . . . ITEGT......... QDETD. ...
1124 NGFG RS03960 WP 003688695.1 jGNelaleSGn\| VRV IBNKiN\ PSR SEVAENA KIBJALNEMEMH . . . . . ITEGT......... QDETD. ...
1123 0K783 RS03845 WP 003688695.1  [QNEIRIIEN| VRV ERNKIH\INI SPINEBA KINHA L NEMEMH . . . . . ITEGT......... QDETD. ...
1427 RS RS02760 WP 011000510.1 [ReNela[e3N\(CREMIRIDAINNARIDENKMWIEHLEMTPM . . . . . GAVTL. .ABEVEED.....
86609 K5632 RS14545 WP 025011663.1  [aNela(ei® ANWAGKINRKIDWIMA AISRA ARIAKLLSKAE . . . .. AAPASA. .BTGEGNVDLET. ...
1165 A1552VC RS01565 WP 000344154.1 |QNela[edgANVNCKSNKIHWAIRIAKTERKKIIEMLLNPEN . . . . . MQ.LIA..BTSSAADDVEF....
1142 GTF74 RS11550 WP 000344154.1  |QNCNEANACKMAKIANSRIAK TERKKIAEMLLNPEN . . . .. MQ.LIA. .BTSSAADDVEF.. ..
1205 PSJM300 05545 AFN77183.1 [QEERIGHANYVIA KESEA\NIG QNS Q@HAKLLMTSA . . . . . NTKATPVAEDLADADI. ..
1022 ACIAD RS06390 WP 004925639.1  [QNela[eNN\(V IRSAEIDNANIS TIRMEAVISIEQLLTKAS . . . . . DQTAA.HDETEEEPDLLES
1074 ABD1 RS10195 WP 000344167.1 [QNERICGENNVIRMFEMYNEEABSERNEIEQLLTTGT. . . . . NGAVQ.I.@DEEEPDLLLE. ...

IEEDNTEEKQSSKEK....... ETDEK. .

wERVCLBLcDELEIELE

LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED .......
IDGEEVSEQDTENKKDH. . . . PKKEEA.
IDGEEVSEQDTENKKDE . . . . PKKEEA.
IDGEEVSEQDTENKKDH . . . . PKKEEA.
IDGEEVSEQDTENKKDE . . . . PKKEEA.
IDGEEAAE. .. .SKKD#. .. .VAQVDS.
IDGEEIAE....SKKD#. .. .AAQVDS..

.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVPLDLGDELEIEIE
.VNEEVTLDLGDELEIEIE
VNEEVTLDLGDELEIEIE
... TDDLALDLDNGIEIED.
ADKNLVLELDDTIELED.

387
387
387
387
387
383
383
378
383
348
355
363
343
347
347
343
372
348
348
348
352
354
354
354
347
349
349



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

600 KW2 RS01765 WP 011675413.1

269 KZH43 RS08665 WP 001085462.1
228 SPD RS09265 WP 001085462.1

194 SPR RS08825 WP 001085462.1

159 SP RS09750 WP 001085462.1

527 SMSK321 RS11065 WP 001085454 .1
499 SM12261 RS08315 WP 078228268.1
453 Spy49 1753c ACI62003.1

408 SMU RS09530 WP 002262392.1

115 BSU 16940 NP 389576.2

625 LCA RS02525 WP 011374196.1
1313 DR RS12030 WP 010888966.1
1245 Cj1673c YP 002345041.1

1214 NCTC11637 00359 SQJ03206.1
1211 C694 RS00795 WP 000963128.1
1334 RAOC RS04870 WP 004918236.1
1389 A4U84 RS07560 WP 021112712.1
1130 NGFG RS03960 WP 003688695.1
1124 NGFG RS03960 WP 003688695.1
1123 0K783 RS03845 WP 003688695.1
1427 RS RS02760 WP 011000510.1
86609 K5632 RS14545 WP 025011663.1
1165 A1552VC RS01565 WP 000344154.1
1142 GTF74 RS11550 WP 000344154.1
1205 PSJM300 05545 AFN77183.1

1022 ACIAD RS06390 WP 004925639.1
1074 ABD1 RS10195 WP 000344167.1

consensus

387
388
388
388
388
384
384
378
383
348
355
363
343
347
347
343
372
348
348
348
352
354
354
354
347
349
349

MEmmmE. m

X non conserved
B similar
> 507 conserved



