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NTDB id 624 LCA RS00040 WP 011373726.1 ....MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNA.NG..DREADFINCVIWRKSAENFANFTKKGSLVGV 73
NTDB id 112 BSU 36310 NP 391512.2 ....MFNQVMLVGRLTKDPDLRYTSAGAAVAHVTLAVNRSFKNA.SG..EIEADYVNCTLWRKTAENTALYCQKGSLVGV 73
NTDB id 86380 KI215 RS15715 WP 212773613.1 ....MLNRVVLIGRLTRDPELRYTPSGVAVASFTIAVDRRFTNQ.QG..ERETDFIPIVTWRQLAENCANYLKKGRLVGV 73
NTDB id 113 BSU 40900 NP 391970.1 ....MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQ.SG..EREADFINCVTWRRQAENVANFLKKGSLAGV 73
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 624 LCA RS00040 WP 011373726.1 DGRLQTRNYENQQGQRVYVTEVVVDNFSLLESR.TTTEQRQGD......GASQNFNSNQSNGSQQSGFTSPQQTGNAPAA 146
NTDB id 112 BSU 36310 NP 391512.2 SGRIQTRSYENEEGVNVYVTEVLADTVRFMDPK.PREKAAD....................................... 113
NTDB id 86380 KI215 RS15715 WP 212773613.1 DGRLQVRSYENNEGRRVWVTEVVADDVRFLEPA.GGASRNPG.....MEGDSQRF.....................SPKS 126
NTDB id 113 BSU 40900 NP 391970.1 DGRLQTRNYENQQGQRVFVTEVQAESVQFLEPK.NGGGSGSGGYNEGNSGGGQYFGG....GQNDNPFGGNQNNQRRNQG 148
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA........PYE.EGYGQS..QEAYQRPAQQSRQPAS 141
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGA........PYD.EGYGQS..QEAYQRPAQQSRQPAP 141
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGM........PAQ.GGMNVPAQQGSWGQPQQ....PAK 146
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NTDB id 624 LCA RS00040 WP 011373726.1 NNT...........QADPFANNGQAIDISDDDLPF 170
NTDB id 112 BSU 36310 NP 391512.2 ................................... 113
NTDB id 86380 KI215 RS15715 WP 212773613.1 NND...........FDDPFADDGKPIDISDDDLPF 150
NTDB id 113 BSU 40900 NP 391970.1 NSF...........NDDPFANDGKPIDISDDDLPF 172
NTDB id 1103 NMB RS07590 WP 002212976.1 DAPSHPQEAPAAPRR.QPVP.AAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 DAPSHPQEAPAAPRR.QPVP.AAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQQ...SAPQQYSQPQ.YNEPPMDFDDDIPF 177
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