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logo KQVLVLVPE IGLTPQTI SRFKQSRFHNCDNIALLHSGLNDSKRLQAWQAQAQTGKAS I I LGTRSAI FYTPLPNRLGL I IVLDEEHDLSFYKQQ
NTDB id 86319 KI216 RS14505 WP 005007081.1 KQVLVLVPEIGLTPQTISRFQSRFHCNIALLHSGLNDSKRLQAWQAAQTGKASIILGTRSAIFTPLPNLGLIVLDEEHDLSFKQQ 339
NTDB id 1072 ABD1 RS01805 WP 000156662.1 KQVLVLVPEIGLTPQTISRFKSRFNCDIALLHSGLNDSKRLQAWQQAQTGKASIILGTRSAIYTPLPRLGLIILDEEHDLSYKQQ 340
consensus !!!!!!!!!!!!!!!!!!!! !!!*! !!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!*!!!! !!!!*!!!!!!!!*!!!
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NTDB id 1072 ABD1 RS01805 WP 000156662.1 EGFRYHARDVALYRGHLQGCPVLLGSATPSIDSYHLVETGKLTALQLNQRAGHALLPKMHLIDLKIVKKQHGISQPLIEQIKNTL 425
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NTDB id 86319 KI216 RS14505 WP 005007081.1 DKKEQVLVFLNRRGYAPVLICESCAWQAKCPHCDANFTVHRTPYQHLHCHHCGTIHRMPSHCPQCSHTELKSIGMGTAKVEDSLN 509
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ARKEQVLIFLNRRGYAPVLVCESCGWQANCPHCDAHFTLHTQPYSYLHCHHCGTVHRLPDHCPECQQKSLKTLGAGTAKVEEHLQ 510
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logo ELFPDHYDVIRVDRDSTSRVGSWQKIYDKR IQKQNSEKPAS I LLGTQMLAKGHHFPHYVTLGVAI LDIDASGLLSVDFIRAPTERTAQL IVVQVAGR
NTDB id 86319 KI216 RS14505 WP 005007081.1 ELFPDYDVIRVDRDSTSRVGSWQKIYDKIQKSEPAILLGTQMLAKGHHFPYVTLGAILDIDSGLLSVDFRATERTAQLVVQVAGR 594
NTDB id 1072 ABD1 RS01805 WP 000156662.1 ELFPDHDVIRVDRDSTSRVGSWQKIYDRIQQNKPSILLGTQMLAKGHHFPHVTLVAILDIDAGLLSVDIRAPERTAQLIVQVAGR 595
consensus !!!!!*!!!!!!!!!!!!!!!!!!!!!*!! ! !!!!!!!!!!!!!!!*!!! !!!!!! !!!!!! !!*!!!!!!*!!!!!!
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NTDB id 86319 KI216 RS14505 WP 005007081.1 AGRGERKGDVYLQTLRPEHPLLNTLVQEDYRQFAKQTLKERQAALMPPFRYAALIRCESKDQKLNTDFLQQHAQLLRQNSEHSVD 679
NTDB id 1072 ABD1 RS01805 WP 000156662.1 AGRGEHKGHVYLQTLRPDHPLLTTLIEKDYRAVAKQTLAERKVALLPPYRYAVLIRAESKDRDYTLHFLNEAAEQLRQIAGDIVD 680
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NTDB id 1072 ABD1 RS01805 WP 000156662.1 IWGPIPAPMERKAGRYRAHMVILSADRARLHFYLRQWWAQLVHAPRQHQLRLSIDVDPQEFS 742
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