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NTDB id 1194 PAKAF RS01995 WP 003084552.1 ...........MDITELLAFSAKQGASDLHLSAGLPPMIRVDGDVRRINLPPLEHKQVHALIYDIMNDKQRKDFEEFLET 69
NTDB id 1020 ACIAD RS04210 WP 011182164.1 ...........MDITELLAFSVQNRASDLHLSAGIPPMIRVDGEVRRINLPAMDHSEVHNLIYDIMNDKQRRDYEEKLET 69
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ...........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLET 69
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ...........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLET 69
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ...........MDITELLAFSVKNGASDLHLSAGMPPMIRVDGEVRRINLPALEHKDVHRLVYDIMNDKQRRDYEEKLET 69
NTDB id 1177 A1552VC RS01165 WP 000422572.1 ...........MELNQYLDGMLTHKASDLYITVGAPILYRVDGELRAQGEALSVADV.TALLHAMMDDARQAEFKQTREA 68
NTDB id 86308 KI216 RS08615 WP 005009695.1 MYTAELLEEARRLMFHMLSKVVEYGGSDLFITADFPPSIKHQGLMKPFGQQELTADKTKLFAYSLMNEKQRKEFETELEC 80
NTDB id 1203 PSJM300 01605 AFN76401.1 ...........MEFEKLLRLMVEKGGSDLFITAGVPPSMKVNGKILPVNKTPMSPEMTRETVHGVMNEQQRREFTENHEC 69
NTDB id 1019 ACIAD RS04205 WP 004922051.1 ...........MDFNDLLNLMAKHKASDLFITAGVEPSLKINGEITPVSKTKLDGDMIAQLIDSITTQKQRQEFIETHEC 69
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 DFSFEVPG.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEELGMGEVFKRVSDVPRGLVLVTGPTGSGKSTTLAAMLDYLN 148
NTDB id 1020 ACIAD RS04210 WP 011182164.1 DFSFEVPN.LARFRVNVFNQNRGAGAVFRTIPSQVLTLEELGLGKIFRDICDYPRGLVLVTGPTGSGKSTTLAAMLDYIN 148
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 DFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYIN 148
NTDB id 1060 ABD1 RS04380 WP 000355489.1 DFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYIN 148
NTDB id 1040 H0N27 RS13360 WP 000355489.1 DFSFEVPN.VARFRVNAFNQNRGAGAVFRTIPSKVLTMEDLGLGQIFKDICDYPRGIVLVTGPTGSGKSTTLAAMLDYIN 148
NTDB id 1177 A1552VC RS01165 WP 000422572.1 NFAVVRD..SGRFRVSAFFQRELPGAVIRRIETRIPTFEELKLPEVLQNLAIAKRGLVLVVGATGSGKSTTMAAMTGYRN 146
NTDB id 86308 KI216 RS08615 WP 005009695.1 NFAISVPN.VSRFRVNVFQQQLNVGMVIRTITNEIPNFEKLQLPESLKNVIMEKRGLVLVVGGTGSGKSTSLAAMIDYRN 159
NTDB id 1203 PSJM300 01605 AFN76401.1 NFAISARG.IGRFRVSAFYQRNLAGMVLRRIETNIPTIEDLKLPDVLKKLALTKRGLVLFVGATGTGKSTSLAAMIGYRN 148
NTDB id 1019 ACIAD RS04205 WP 004922051.1 NFAILNREKNERFRVSAFQQRDMPGMVIRRIETKIPSPDDLHLPPILKELAMSKRGIIIFSGATGTGKSTSLASMIQHRN 149
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 NTKYHHILTIEDPIEFVHESKKCLVNQREVHRDTLGFSEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1020 ACIAD RS04210 WP 011182164.1 NHRYDHILTVEDPIEFVHEPKKCLINQREVHRDTLGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 ENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1060 ABD1 RS04380 WP 000355489.1 ENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1040 H0N27 RS13360 WP 000355489.1 ENRYDHILTVEDPIEFVHQSKKCLINQREVHRDTHGFNEALRSALREDPDIILVGEMRDLETIRLALTAAETGHLVFGTL 228
NTDB id 1177 A1552VC RS01165 WP 000422572.1 QHRTGHILTVEDPIEFVHEHKRCIVTQREVGLDTESYEVALKNSLRQAPDMILIGEIRSRETMEYAMTFAETGHLCMATL 226
NTDB id 86308 KI216 RS08615 WP 005009695.1 EHSAGHIITVEDPVEYVHKHKKSMITHREVGVDCHSWHNALKNTLRQAPDVILIGEIRDTETMEHAIAFAETGHLCLGTL 239
NTDB id 1203 PSJM300 01605 AFN76401.1 KNSSGHIISIEDPIEFIHQHQNCIVTQREVGIDTDSFEVALKNTLRQAPDVILIGEVRTRETMDHAVAFAETGHLCLATL 228
NTDB id 1019 ACIAD RS04205 WP 004922051.1 QHSKGHIITIEDPIEFIHEHAGCIITQREVGIDTDSFEIALKNTLRQAPDVILIGEIRSREVMDYALAFAETGHLVFATL 229
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 HTTSAAKTIDRVVDVFPAEEKAMVRSMLSESLQSVISQTLIK.KIGGGRVAAHEIMIGTPAIRNLIREDKVAQMYSAIQT 307
NTDB id 1020 ACIAD RS04210 WP 011182164.1 HTTSAAKTIDRIIDVFPAEEKDMVRTMLSESLQAVISQTLLK.KEGGGRVAAHEIMIGIPAIRNLIREGKVAQMYSSIQT 307
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 HTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQT 307
NTDB id 1060 ABD1 RS04380 WP 000355489.1 HTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQT 307
NTDB id 1040 H0N27 RS13360 WP 000355489.1 HTTSAAKTIDRVIDVFPAEEKDMVRAMLSESLQAVISQTLLK.KNGGGRVAAHEIMIGIPAIRNLIRENKVAQMYSAIQT 307
NTDB id 1177 A1552VC RS01165 WP 000422572.1 HANNANQALERILHLVPKEQREQFLLDLSLNLKGVIAQQLLRDKNGKGRHGVFEVLLNSPRIADLIRRGELHELKATMAR 306
NTDB id 86308 KI216 RS08615 WP 005009695.1 HSNNANQTLDRIINFFPEERRNQLLMDLSSNMKAIISQRLIRTEDGKGRRAAVEIMLNTPLVSDLILKGEFHELKAIMGK 319
NTDB id 1203 PSJM300 01605 AFN76401.1 HANNANQALDRIINFFPADRQNQVWMDLSLNLKAIVAQQLVPTPDGKGRRAVIEVLINTPLAADLIRKGEVHELKGLMKR 308
NTDB id 1019 ACIAD RS04205 WP 004922051.1 HANNANQTLERIIHFFDADRHQQIFMDLSLNLKAVISQQLIPTHDGQSRRAAVEVLINTPLLSDYIRQGEIYKIKELMAR 309
consensus !***!*****!************** *!!********!*!** * !**!****!*****!*****!********** ***
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NTDB id 1194 PAKAF RS01995 WP 003084552.1 GGSLGMQTLDMCLKGLVAKGLISRENAREKAKIPENF......................................... 344
NTDB id 1020 ACIAD RS04210 WP 011182164.1 GATHGMTTLDQSLKQLLAKGIINLPTARAVAKSPESF......................................... 344
NTDB id 1081 FDQ49 RS05335 WP 006581387.1 GANHGMTTLDQSLKGLVSRGVISPQTARTAAKQPESFL........................................ 345
NTDB id 1060 ABD1 RS04380 WP 000355489.1 GANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL........................................ 345
NTDB id 1040 H0N27 RS13360 WP 000355489.1 GANHGMTTLDQSLKGLVARGVISPQTARTAAKQPESFL........................................ 345
NTDB id 1177 A1552VC RS01165 WP 000422572.1 SQEVGMQTFDQALYQLVVDDKISEQDALHSADSANDLRLMLKTKRGDDYGSGSLQNVKIDME................ 368
NTDB id 86308 KI216 RS08615 WP 005009695.1 SRELGMQTFDQALFDLYNDGAISYEEALRNADSMNELRLQIKLKSPRANPAMQNTAAEFSMQAEEKAESDDAQQAS.. 395
NTDB id 1203 PSJM300 01605 AFN76401.1 STDLGMQTFDQALYNLYVQGEITYEDALLHADSSNDLRLMIKLGSETDGEHLTSVS.....QGLTLEMSDDDPGRSFR 381
NTDB id 1019 ACIAD RS04205 WP 004922051.1 SGELGMQTFDQALFDLYDHQHISYADALKHADSPNNLRLQIKLSEEANKPLDNRER....MSEMERKMTFDGQRRNLK 383
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