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NTDB id 86301 KI216 RS02335 WP 018572800.1 MLKKMT.FKPLIQDWWKDPIFTGALGLAAVLHLTVLTLQFAMPQESDVTTKEIAVSLRPSESKVDDADFLAQADQQGSGKFREAH 84
NTDB id 1078 ABD1 RS15030 WP 000914774.1 MLKKRSLSIEPFYYWWQDRVFIAAIILAILLHIFVLLIHFAMPAPSEQSTKEIAISIRPTEDVIKHADFLAQADQQGSGAFREAH 85
consensus !!!! ** ** !! !**! *!* !! *!!* !! **!!!! *!* *!!!!!*!*!!*! * *!!!!!!!!!!!!! !!!!!

logo RMASSTDNMSPAPMPVDSDQAASATGEAQQRLQETLEKMVQQKQRELKNFEEKVLMTTVLSWQKQAEENSKQRKKALVDEEQLMQSQFQAKAAMI
VAS ILEAQYLQRQQ

NTDB id 86301 KI216 RS02335 WP 018572800.1 RMATDMPAPMVDQ.AAGEQRQETLEKMQQKRELNFEEKVLMTTLSWQKQAEENKRKKAVDEMQSQFQAKAAMIASIEAQYLQRQQ 168
NTDB id 1078 ABD1 RS15030 WP 000914774.1 RMSSNSPAPMPSDASTGEAQLETLEKVQQQRELKFEEKVLMTVLSWQKQAEESQRKKALEQLQSQFQAKAAMVASLEAQYLQRQQ 170
consensus !! * !!!!* * !! !!!!!*!! !!! !!!!!!!! !!!!!!!!! !!!!** *!!!!!!!!!!*!!*!!!!!!!!!

logo

D
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VDGIQAKKQDANSTAAYLMDEKFREQKVEFLYGNRYYPDEAEAKQQQRLAKGEVRLMVI LNASQSGGIRAIRL ILDESSGHAPMVLDEAAKAT
NTDB id 86301 KI216 RS02335 WP 018572800.1 NFSRLQKIKTIDGIQAKQDNTAAYMEKFRQKVEFYGNRYYPDAAKQQRLAGEVRLMVILNSSGGIRAIRLIDSSGHAMLDEAAKT 253
NTDB id 1078 ABD1 RS15030 WP 000914774.1 DFSRQQKIKTVDGIQAKKDASAAYLDKFREKVELYGNRYYPEEAKQQQLKGEVRLMVILNAQGGIRAIRLLESSGHPVLDEAAKA 255
consensus !!! !!!!!*!!!!!! ! *!!!**!!! !!! !!!!!!!* !!!! ! !!!!!!!!!! !!!!!!!!**!!!!**!!!!!!

logo SVRKRAGAPFGGRFDAKNMKDI
VSELR I IVRTWRFDPAEAEFEVH

NTDB id 86301 KI216 RS02335 WP 018572800.1 SVRKAAPFGGFDAKMKDVSELRIVRTWRFDPAEAEFEVH 292
NTDB id 1078 ABD1 RS15030 WP 000914774.1 SVRRGAPFGRFDANMKDISELRIIRTWRFDPAEAEFEVH 294
consensus !!!**!!!! !!! !!!*!!!!!*!!!!!!!!!!!!!!!
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