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LNSPVQMYRHGLLFKQQLMLLSPCVLLCGE IDGATQRHEKHYTSLCKDECWNESQLPWLKEQPTVI LQRQNEDMQQSVFLSVACHYAYPLIDNR I IQQFKYQEQHKLHYQTALLAGE

NTDB id 86299 KI216 RS01970 WP 005013029.1 MLKIINSVMRHGLKQMLPCVLCGIDAQHKHTLCKDCWNSLPWLKEPVLRQEMQVFSACHYAYPLDRIIQQFKYQQHLHYQTALAG 85
NTDB id 1042 H0N27 RS01930 WP 000472273.1 MFKFLNPQY..LFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTLLAE 83
NTDB id 1071 ABD1 RS15375 WP 000472269.1 MFKFLNPQY..LFQLLSPCLLCEIGTREKYSLCKECWEQLPWLKQTIQRNDQSVLVACHYAYPINRIIQQFKYEQKLHYQTLLAE 83
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VQAIVPMP I SLKEQKRLTERGYFNQSLLLAKNGLLGSAKHQLNKVIP I
VWQPVQRLQNQEHSQKGLSRLERLFQEDNIQEQQFVMANLETKQPEKNRVRRYR

NTDB id 86299 KI216 RS01970 WP 005013029.1 LLRELKLPKIQAIVPMPISLEKLTERGYNQSLLLAKGLSAHLNVPIWQPVQRLQQHSQKGLSRLERLQDIQQQFVMNEKPRVRYR 170
NTDB id 1042 H0N27 RS01930 WP 000472273.1 VLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLSKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQEKRRYR 168
NTDB id 1071 ABD1 RS15375 WP 000472269.1 VLQQLKFPKVQAIVPMPISKQRLTERGFNQSLLLANLLGKQLKIPVWQPVQRLNEHSQKGLSRLERFENIEQQFVALTQENRRYR 168
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RVL IVIDDVVITTGSS IHALKSQCALEKQLNGCRTQS I SHAVSCLAAAQSSTSY

NTDB id 86299 KI216 RS01970 WP 005013029.1 KVLIVDDVVTTGSSIHALKQCLEQLNCRQISAVCLAAAQ.... 209
NTDB id 1042 H0N27 RS01930 WP 000472273.1 RVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
NTDB id 1071 ABD1 RS15375 WP 000472269.1 RVLIIDDVITTGSSIHALSQALKQLGCTSIHASCLAAASSTSY 211
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