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NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPVAMITA 83
NTDB id 86289 KI216 RS01125 WP 005013400.1 .MEKRPLVLLVDDEEDLCLLMQMSLSRMGIDTHSAHCLSDAKKCLAEHAYDACLTDLNLPDGNGLQLLEWINEHGPSLPVAVLTA 84
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPIAVLTA 85
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 YGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARSQAPVYISGES 165
NTDB id 86289 KI216 RS01125 WP 005013400.1 YGNMEIAIAALKAGAFDFVSKPVNPKHLEQLLQKALNKPAEPRQLQTDALEHKMLIGQSQPMQQLRVTLKKIARSQAPVFITGES 169
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAPVFVTGES 170
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 GSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAMQVKLLRA 250
NTDB id 86289 KI216 RS01125 WP 005013400.1 GTGKEVVANLVHRLSNRNEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLIQSAHGGSLFLDEIAELPLSMQVKLLRA 254
NTDB id 1045 H0N27 RS16330 WP 168727019.1 GTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSMQVKLLRA 255
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 IQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDTGLPAARL 335
NTDB id 86289 KI216 RS01125 WP 005013400.1 VQEKRIRPVGSDAEIDVDFRVISASHQDLEALVQQGKFRQDLFFRIHVMDLILPPLRERGEDILLLAQHFIHKISSEWDIPAKQL 339
NTDB id 1045 H0N27 RS16330 WP 168727019.1 VQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEWETPPKQL 340
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NTDB id 1473 PAKAF RS24000 WP 003094694.1 TGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQ.................EGAASLSEIDNLEDYLE 403
NTDB id 86289 KI216 RS01125 WP 005013400.1 TARAKEFLTGQYYPGNVRELRNIIERAITLSDDGNIDLPQLQSAPQRQMAQLFASSAEPSLHNGLTDPPQNAKKLPEEGLEIFLE 424
NTDB id 1045 H0N27 RS16330 WP 168727019.1 TEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQ.TTVAAPQAVKKLPSEGLERYLE 424
consensus !* ! **! ** *!!!!!!!*!**!!!*!!**!**!** ! !* ** * ** ** ******** **!! *!!

logo

D
K
NI ERKDEKLI ILMLQNALENELMTRHWNRTALVAAQKRKLGLMTFRSMLRYRLKKLFGI

LDTDEETDEQEV
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
NTDB id 86289 KI216 RS01125 WP 005013400.1 KIEKEILLNALNLTHWNRTVAAKKLGMTFRSLRYRLKKFGLDTDED... 470
NTDB id 1045 H0N27 RS16330 WP 168727019.1 NIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
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