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NTDB id 86287 KI216 RS00850 WP 005012043.1 MKKVLKGMPTFSALGFKKQLLALAVCLSIGAGIASVAEAAPARNVNPPALKAGAPQVYVVKKGDTLWDISKKFLKNPVRWPEIWA 85
NTDB id 1053 ABD1 RS00870 WP 000755276.1 MKKVFNGMVNFHALGIKKHLLALALCTGVAIGTIAEV.HATSPNHNPPSLKSNAPNVYVVKRGDTLWDISGHFLNKPWRWPEIWA 84
consensus !!!! !!* !*!!! !!*!!!!!*! ** ! **!* *!*!!! !! !!*!!!!!*!!!!!!!! *!! ! !!!!!!!

logo SNKQHVKNPHWI FYPGDRLLLMCSTHLDNGKRPL IVGKDEGDGCEVGI IRRYTGGQTTHKLMQPQVR I
VEASLNNAS IVPVIPLEHYIKQWLENRSMTI
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NTDB id 86287 KI216 RS00850 WP 005012043.1 SNKHVKNPHWIFPGDRLLMCTHNGKPLIGKDEGDGCEGIIRRYTGGT.KMQPQVRIESLNNAIPVIPLEYIKQWLERSMVVAPET 169
NTDB id 1053 ABD1 RS00870 WP 000755276.1 SNQHVKNPHWIYPGDRLLLCSLDGRPLVGKDEGDGCVGIIRRYTGQTTHLQPQVRVEALNNSVPVIPLEHIKQWLENSTILPADS 169
consensus !! !!!!!!!!*!!!!!!*!** !*!!*!!!!!!!! !!!!!!!! !***!!!!!*! !!! *!!!!!!*!!!!!! ! ******
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VYARGNQGLMAINVGQRYAI
VYREGEPYNYFLTDANKNGKKFHNSALGI

LELLNQVASGI
VAVRSGSEKNDITVTLELTDSTY

NTDB id 86287 KI216 RS00850 WP 005012043.1 LENTPYILGTADQRVLAAKGQTVYARGNGMAVGQRYAIYREGEPYNLTDANGKKFNAGLELNQVASGIAVRGENDIVTLELTDTY 254
NTDB id 1053 ABD1 RS00870 WP 000755276.1 ITNTPYIVGTADQRVLAGKGQTIYARGQGLINGQRYAVYREGEPYYFTDNKGKKHSLGIELLQVASGVAVSSEKDITTLELTDSY 254
consensus * !!!!!*!!!!!!!!!*!!!!*!!!!*!* !!!!!*!!!!!!! !! !!!* !*!! !!!!!*!! ! !! !!!!!!*!

logo NAGEVRRGDRVLMPEEYDQAPMTLPTLFYPTVDNAEKNQI
VTADGGKS I IRVMGS IGSRTAAKVNSVVTI

LDRGATLTQGI
V
E
Q
A
VGQVFDSAINTQKQGE I

S
I
V
R
TDPKTKERV

NTDB id 86287 KI216 RS00850 WP 005012043.1 NGEVRRGDRVLPEYDPMLPTLFYPTNAENITAGGSIIRVMGSISTAAVNSVVTIDRGALQGVEAGQVFSANQKGEIVTDPKTKER 339
NTDB id 1053 ABD1 RS00870 WP 000755276.1 NAEVRRGDRVMPEEQATLPTLFYPVDAKQVTDGGKIIRVMGSIGRAAKNSVVTLDRGTTQGIQVGQVFDITQQGESIRDPKTKEV 339
consensus !*!!!!!!!!*!! * !!!!!!! ! **! !! !!!!!!!! !! !!!!!*!!! !!* !!!! ! !! * !!!!!!

logo IQLPGQQRI
VGSTI

LMVFKRTFDNQLSYAYVLDESDLP IKVGASS IQPSPLQFLDNDE
NTDB id 86287 KI216 RS00850 WP 005012043.1 IQLPGQRVGTIMVFKTFDNLSYAYVLDSDLPIKVGASIQPPLLDE 384
NTDB id 1053 ABD1 RS00870 WP 000755276.1 IQLPGQQIGSLMVFRTFDQLSYAYVLESDLPIKVGSSIQSPQFND 384
consensus !!!!!! *!**!!!*!!!*!!!!!!!*!!!!!!!! !!!*! *
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