
logo

MT
M
K
P
T

V
I
N
K
I
V
V
L
I
F
I
VDDHQELMF

VREIGVIKSRS IYLDSFTEQPSTTDFI EVVAGEGADEDSGDKDEAAIRAI
K
V
A
E
H
H
E
Y
L
H
K
NPDVLVI ILMDI

L
L
N
VMPENDVMNDGVEATKTQLIVKEKLDFLYPEHQSIKVI

L
V

I
MLSTI

S
NTDB id 83 BSU 35490 NP 391429.1 MTKVNIVIIDDHQLFREGVKRILDFEPTFEVVAEGDDGDEAARIVEHYHPDVVIMDINMPNVNGVEATKQLVELYPESKVIILSI 85
NTDB id 86230 KI212 RS07485 WP 059107800.1 .MPIKVLFVDDHEMVRIGISSYLSTQTDIEVVGEGESGKDAIAKAHELNPDLILMDLVMEDMDGVEATTQIKKDFPHIKVVMLTS 84
NTDB id 4 SA RS09755 WP 000153535.1 .MTIKVLFVDDHEMVRIGISSYLSTQSDIEVVGEGASGKEAIAKAHELKPDLILMDLLMEDMDGVEATTQIKKDLPQIKVLMLTS 84
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NTDB id 83 BSU 35490 NP 391429.1 HDDENYVTHALKTGARGYLLKEMDADTLIEAVKVVAEGGSYLHPKVTHNLVNEFRRLATSGVSAHPQHEVYPEIRRPLHILTRRE 170
NTDB id 86230 KI212 RS07485 WP 059107800.1 YIEDNEVYRALDAGVDSYILKTTSASGIADAIRKTHQGEAVFEPEVLVKMRNRMKQ.................RAELYEMLTERE 152
NTDB id 4 SA RS09755 WP 000153535.1 FIEDKEVYRALDAGVDSYILKTTSAKDIADAVRKTSRGESVFEPEVLVKMRNRMKK.................RAELYEMLTERE 152
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NTDB id 83 BSU 35490 NP 391429.1 CEVLQMLADGKSNRGIGESLFISEKTVKNHVSNILQKMNVNDRTQAVVVAIKNGWVEMR 229
NTDB id 86230 KI212 RS07485 WP 059107800.1 MEILLLIAKGYSNQEIASASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIN.. 209
NTDB id 4 SA RS09755 WP 000153535.1 MEILLLIAKGYSNQEIASASHITIKTVKTHVSNILSKLEVQDRTQAVIYAFQHNLIQ.. 209
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