
logo MYMSNQFNQIYVIKRQKGDMAVLI IRPSAEFSDVDHDDMQFRENRGTSTEVI LIKRYFNDDKTPRLITQVNKPEFRKTVQKI IDERSCRKFYGSNTYALYGKKEADETI
NR ITGITSSKPPLI LFLTPLF

NTDB id 86216 KI212 RS03445 WP 059106497.1 ..MNFQYVIKQGDMALIPSESVHDMFERTTVLKYNDTPLTVKERTQKIIDRSCRFYGSTYAYKKEDTIRITGITSKPPLLFTPLF 83
NTDB id 39 MW RS04875 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTPLF 85
NTDB id 23 SA RS04995 WP 000287265.1 MYSQNIYVIRKGDMVIRPAFDDDDQRNGSEIIRFDKTRIQNPFKVQKIIERSCKFYGNTYLGKKAETNRITGISSKPPILLTPLF 85
consensus ******!!!**!!!***!*****!************!********!!!!*!!!*!!!*!!**!!**!*!!!!!*!!!!*!*!!!!

logo PTYFFPTHSDRKQQNENAIWVLNI
MHYI ES IKPELKDNRKCKI

VTFVIDNKNQETSLITI LNHVSAYHS ILNWHQFYLNNTSVI FYYYMMVDRKLQASRVMTITSFKDNPDAQP IDYSN
NTDB id 86216 KI212 RS03445 WP 059106497.1 PTYFFPTHSDRKQENAWVNIHYIESIKPLKDRKCKITFVDKQTLTLNVSAHSINHQFLNTVFYYYMMDRLARVTTFDPDAPIDYS 168
NTDB id 39 MW RS04875 WP 000287265.1 PTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPIDYN 170
NTDB id 23 SA RS04995 WP 000287265.1 PTYFFPTHSDRQNENIWLNMHYIESIKELKNRKCKVTFINNESIILHVSYHSLWHQYNNSIFYYYMVDKQSRMISKNPDQPIDYN 170
consensus !!!!!!!!!!!**!!*!*!*!!!!!!!*!!*!!!!*!!*******!*!!*!!**!!**!**!!!!!*!***!*****!!*!!!!*

logo KPAQTLNI
V
Y
FEALATKRYS ILLFEKDK

NTDB id 86216 KI212 RS03445 WP 059106497.1 KPQLNIYEALAKYSILEKK 187
NTDB id 39 MW RS04875 WP 000287265.1 KATLNVFEALTRYSLFEDK 189
NTDB id 23 SA RS04995 WP 000287265.1 KATLNVFEALTRYSLFEDK 189
consensus !**!!**!!!**!!**!*!

X non conserved

X similar

X ≥ 50% conserved


