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NTDB id 86037 LC603172 RS15215 WP 061430331.1 MVSFFKKLLTKKTQGVGLEITPERINIAQIAKQGQNYKLVKCCSSDIPEGIFEEGKIVDSPALAELIQEVLKENKINSKR 80
NTDB id 1411 SGL RS10685 WP 010872897.1 MFSRFTSLFGRKSSGVGLEITPERVNVAQLTSQGQSYKLRKFGHASIPEGIFEEGKIVDSPALAEIIQELLSENGINTKQ 80
consensus ! ! ! ! *!* !!!!!!!!!!*!*!!* !!! !!! !*** !!!!!!!!!!!!!!!!!!!*!!!*! !! !!*!

logo VATAGVPMREAS I IR I
M
I
LP I

VPASELDDENQELRDNLMVLNHEAASLYLPYPREEVDLDYQKLGLYFEQDEDGI EKVQVLLVATRRE I
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NTDB id 86037 LC603172 RS15215 WP 061430331.1 VATGVPMRESIIRIIPIPSELDDQELRNLVLNHEASLYLPYPREEVDLDYQKLGYFQDEDGIEKVQVLLVATRREITDAY 160
NTDB id 1411 SGL RS10685 WP 010872897.1 VATAVPMREAIIRMLPVPAELDENELRDMVLNHEAALYLPYPREEVDLDYQKLGLFEDEDGIEKVQVLLVATRREVTDSY 160
consensus !!!*!!!!! !!!**!*! !!!**!!! *!!!!!! !!!!!!!!!!!!!!!!!! ! !!!!!!!!!!!!!!!!!!*!! !
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ETFQQAGLQVDVLE INSFAL IRTIREHQLRQFGSSNREAAVI

LVDI EFDNSTE IA I IVVDGVPQFSRTVP IGTFYQLMQNALSRAMN
NTDB id 86037 LC603172 RS15215 WP 061430331.1 METFQQAGLQVDVLEINSFALIRTIREHLRQFSSNEAAVIVDIEFDNTEIAIVVDGVPQFSRTVPIGTFQLQNALSRAMN 240
NTDB id 1411 SGL RS10685 WP 010872897.1 LDTFQQAGLQVDVLEINSFALIRTIREQLRQFGSREAAVLVDIEFDSTEIAIIVDGVPQFSRTVPIGTYQMQNALSRAMN 240
consensus **!!!!!!!!!!!!!!!!!!!!!!!!!*!!!! ! !!!!*!!!!!! !!!!!*!!!!!!!!!!!!!!!*!*!!!!!!!!!
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QFDSTLMSTNTGTQSGATAPTVNAPGMNTALMRVLMGELTDELRRS INFYLNQSDEELME I

LVQLLLAGPGGGL
NTDB id 86037 LC603172 RS15215 WP 061430331.1 LPTSRSPEILLGMTIPIIAFDSLSTNTGTSGAPTNAGMTALMRVLGELTDELRRSINFYLNQSDEMEIVQLLLAGPGGGL 320
NTDB id 1411 SGL RS10685 WP 010872897.1 LPPSRNPEILQGMTIPVTQFDTMST....QGTAVNPGMNALMRVMGELTDELRRSINFYLNQSEELELVQLLLAGPGGGL 316
consensus !!*!! !!!! !!!!!* !!**!!**** ! * !*!! !!!!!*!!!!!!!!!!!!!!!!!!*!*!*!!!!!!!!!!!!
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LREAV
NTDB id 86037 LC603172 RS15215 WP 061430331.1 AQLDEYFTQRLSVPTMAIDPIASLNLDTTQEIPNTERPGLGTVLGLGLREV 371
NTDB id 1411 SGL RS10685 WP 010872897.1 IQLDEYFTQRLSIPTVKIDPFEALAIDTDQNFSDIERPSLATVLGLGIREA 367
consensus !!!!!!!!!!!*!!* !!! ! *!! ! * !!! !*!!!!!!*!!
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