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NTDB id 1157 A1552VC RS03895 WP 001888250.1 .........MVEDTASVAALYRSYLTPLDIDINIVGTGRDAIESIGRREPDLILLDLRLPDMTGMDVLYAVKEKSPDVPI 71
NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 86019 Atep RS07515 WP 213381251.1 ..MPKPLALVVDDEADILDLIRITLGRMDVSAVTALTVAEAKLQLERHRPDLCLTDLSLPDGTGLDLLHHINAHHPELPV 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 VFMTAHGSIDTAVEAMRHGAQDFLIKPCEADRLRVTVNNAIRKASKLK.NDVDNKNQNYQGFIGSSQTMQAVYRTIDSAA 150
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVE..HDTTENALENKLLIGRSLPIQQLRIAIKKIA 158
NTDB id 86019 Atep RS07515 WP 213381251.1 AMITAHGNMESAVAAMKAGAFDFVAKPVDLAALRNLVESALRLRRRAAPAGEPESVETDQPLLGDSPAMQQIRTLIAKLA 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA.....EEAPVDNRLLGESPPMRALRNQIGKLA 153
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VNCAGAIPHKSTDEL IVMESEFLFGHVKKGASFTGAAITVAEQTEDRKDQGALAIFELQSAADGHSGGSTLFL
NTDB id 1157 A1552VC RS03895 WP 001888250.1 SSKASIFITGESGTGKEVCAEAIHAASKRGDKPFIAINCAAIPKDLIESELFGHVKGAFTGAATERQGAAEAADGGTLFL 230
NTDB id 1045 H0N27 RS16330 WP 168727019.1 RSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFL 238
NTDB id 86019 Atep RS07515 WP 213381251.1 RTQAPVFITGESGTGKELAARLIHALGPRRDGPFVPVNCGAIPHDLVESELFGHKKGSFTGAVADKDGLFQAAGGGTLFL 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 RSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFL 233
consensus ***!*****!!!!*!!!**!***!** *! **!!***!!*!!!**!*!!!*!!!*!!*!!!!* ***!****! !!*!!!

logo DE I
V
L
C
ADEMLDPMLADPSALMQTVKLLRFAVIQTEGKACKTFIVQRAKPVGAGSADQSKRQME I

K
V
A
D
P
SVDFVRFILVLVICSASTNHKQRDPLDWAAKLRLEVEGQRAEKQGKRFREQDLFYFYR I

L
H
Y
NVMIDPELHIRVLPAPLRAERPRGDEDI

V

NTDB id 1157 A1552VC RS03895 WP 001888250.1 DELCEMDLDLQTKLLRFIQTGTFQKVGSSKMKSVDVRFVCATNRDPWKEVQEGRFREDLYYRLYVIPLHLPPLRARGDDV 310
NTDB id 1045 H0N27 RS16330 WP 168727019.1 DEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDV 318
NTDB id 86019 Atep RS07515 WP 213381251.1 DELADLPLPAQVKLLRAIQEKCVRPVGAAREVPVDVRLISASHRDLAREVEKGRFRQDLFYRINVIELRLPALRERPEDI 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 DEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDI 313
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 IEIAYSLLGFMSKEEGK......DFVRLSAEVVERFRQYEWPGNVRQLQNVLRNVVVLNEGREITLDMLPPPLNQMS..A 382
NTDB id 1045 H0N27 RS16330 WP 168727019.1 LLLANHFIQKICMEWET......PPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN 392
NTDB id 86019 Atep RS07515 WP 213381251.1 RPLAAHILRRLARTVGGAGEPTAVDPRLSEEAIAALVRYAFPGNVRELENILERAVALCEGERIEVEDLYLPANE..... 393
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PLLAERILKRLAGDTGL......PAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAP..... 382
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NTDB id 1157 A1552VC RS03895 WP 001888250.1 PINRALPLAHENKVSVHEIFPLWMTEKQAIEQAIEACDGNIPRAATYLDVSPSTIYRKLQTWNEKVKEKEKER....... 455
NTDB id 1045 H0N27 RS16330 WP 168727019.1 PFASAAQSI...QTTVAAPQAVKKLPSEGLERYLENIE...........KDILLNALNMTHWNRTLAAKKLGMTFRSLRY 458
NTDB id 86019 Atep RS07515 WP 213381251.1 .RPGV...........LEST..............................GPARVALDQAHWNQAT.ARAFGMTPLAFRY 430
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ...GA...........SQEGAASLSEIDNLEDYLEDIE...........RKLIMQALEETRWNRTAAAQRLGLTFRSMRY 437
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