logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

85853 LYSHEL RS04010 WP 244858717.

1252 GCO85 RS07730 WP 011213805.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

85853 LYSHEL RS04010 WP 244858717.

1252 GCO85 RSO7730 WP 011213805.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1029 TT RS02230 WP 011228203.1
1402 DSB67 RS12670 WP 010643257.1

1169 A1552VC RS11075 WP 000648511.

1112 NGFG RS09215 WP 003689811.1
1113 AAA85695.1 219..1451( )

1198 PSJM300 03950 AFN76868.1
1016 ACIAD RS01680 WP 004920476.1
1059 ABD1 RS01610 WP 000279215.1

85853 LYSHEL RS04010 WP 244858717.1

1252 GCO85 RSO7730 WP 011213805.1

consensus

wAgsL;—gﬁéﬁe{RQ [

ERNEDLRTENARLINDR[E F

sl et

AE[ EPG.G.QAEVRIPALE GPGLK

éééN R QKEK% %APREHS\K '

Ne%kgglr\lk. ,\.EA. TT 2

GAG TL QALAI ERQTE.RKFR

D AIF RQLATM

LSIHAISIHPINY FDIAYY CNL VEY
DIT FTRQL TM [AG PL QAFEIVAJGs{ENPEIMpy LSIAAIRSNHPINYFDIAgYCNLYV

KAGVPL Q F I (¢1F" DI\pZ N UK BWID D

sk |k sk sk ok ok ok k

A e

Y .AVIk A SE&SAYE

ANFGAELPAFT. V
IBIFGA LPAFTQ V
ESIEFGA LPAFTQ V
IGFGAELPAFTQ V
IQEEGA LPANITI®AV
kDo |oskokokok

Kk kokok | kkk | x

144
147
148
150
150
146
149
149
140
147

224
227
228
230
230
226
229
229
220
227



logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 85853 LYSHEL RS04010 WP 244858717.

NTDB id 1252 GCO85 RS07730 WP 011213805.1
consensus

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 85853 LYSHEL RS04010 WP 244858717.

NTDB id 1252 GC085 RS07730 WP 011213805.1
consensus

<0

logo

NTDB id 1029 TT RS02230 WP 011228203.1
NTDB id 1402 DSB67 RS12670 WP 010643257.1

NTDB id 1169 A1552VC RS11075 WP 000648511.

NTDB id 1112 NGFG RS09215 WP 003689811.1
NTDB id 1113 AAA85695.1 219..1451( )

NTDB id 1198 PSJM300 03950 AFN76868.1
NTDB id 1016 ACIAD RS01680 WP 004920476.1
NTDB id 1059 ABD1 RS01610 WP 000279215.1

NTDB id 85853 LYSHEL RS04010 WP 244858717.

NTDB id 1252 GC085 RS07730 WP 011213805.1
consensus

sty R B L)

;/\F/\ 25 RS RA

BPI G
PIGDI
IYGDT
PYVET
LPI GD
LPIFGD

A GAT
A GEAT B

SIYF YINUNEEIL EigA Q TE) AR

* % ok % ok X kkkkk kxk kk okkok  kokkokk |k

)A 8| B=PVAL <) e EQ4TE§F HQ VA

I i</\AKJL ST L L

Lo |

QMVNIIGEESG
IGEESG

QMi IGEESG LD

QMV

QME]
QM

* % * % * %k * * 11 R |
A Y Facsy

I'I' 1V .)\AALA\/()
406
VGGLVNAMYLPIF 407
VGGLVVAMYLPIF 408
GNL VAMYLP F 410
GNL VAMYLP F 410
VGGL AMYLPIF 405
VGGLV AMYLPIF 408
VGGLV AMYLPIF 408
399
406

s Lok *

Dok ko of |

X non conserved
B similar
> 507 conserved

rel e LA ot A

Wb

RIKAIATA FSRTLAT F AG P WAL T i§y GN
BKANIT A FSRTLAT FAAG P J\ LI TAJ§y GN

IRFAAGVPLVDRYL STAGARGN

IBFAAGVPLVDYL STAGAEGN
MK B ARF RTL TTFAAGVPLVDAL SHIAGATGN
MKAMIAR SRTLATTFAAGVPL DALRSTAGATRNE
MKANMTIAR SRTLATTFAAGVPL DAL STAGATRN
3INAEN ARESRTLANTFAAGVPLV AL

IXKAMNTARF RTL WMTFAAG PLV ALSUAGATGN
s sk | * | oskoskoskok ko | oskokok * | sk sk k%

LD

IGEESG LD
AIGEESGALD
QMVAIGEESGALD

EEINEICTE

303
307
308
310
310
306
309
309
300
307

383
386
387
389
389
385
388
388
379
386



